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NTDB id 1009 ACIAD RS15175 WP 004923730.1 .............MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILD 67
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILD 67
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILD 67
NTDB id 973535 WOB24 RS16065 WP 341303928.1 MKKNNQSAQRNVVTNILPSFLGLSLLA.ALVSPSLMAADLQTLDVSALPGDRVELKLTFDEPVLAPRGYTIEQPARIALD 79
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .............MNSGLSRLGIALLA.AMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALD 66
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 FDKAGQKLAKSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQST............ATPVA 135
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FDKAQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTS............NKPLP 135
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FDKAQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTS............NKPLP 135
NTDB id 973535 WOB24 RS16065 WP 341303928.1 LPGVTNKLGAKTRELGVGNARSVTVVEAKDRTRLIVNLTSLSPYNTRSEGNSIFIVVGEGVGN.SVAS.......NSPAP 151
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LPGVQNKLGTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPAS 146
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 TSAP.......APQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVAS 208
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VVS........AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSS 207
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VVS........AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSS 207
NTDB id 973535 WOB24 RS16065 WP 341303928.1 APVPVAAKKYVPQANAISNIDFQRGELGEGNIVITLSDASISPDIQDQGGKIRLDFAGTQLPESLRVKLDVKDFATPVQF 231
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQF 226
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 IDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQD.NVRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNI 287
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGI 286
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGI 286
NTDB id 973535 WOB24 RS16065 WP 341303928.1 VSATGTASKASILIEPTGVYDYLAYQTDNKLTISVKPLTQDEAEQRKADSFSYTGEKLSLNFQDIDVRSVLQLIADFTDL 311
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDL 306
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 NMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKY 367
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKY 366
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKY 366
NTDB id 973535 WOB24 RS16065 WP 341303928.1 NLVASDTVAGNITLRLQNVPWDQALDLVLKTKGLDKRKVGNVLLVAPADEIAARERQELESKKQVADLAPLRRELIQVNY 391
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNY 386
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 AKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMI 438
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMI 446
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMI 446
NTDB id 973535 WOB24 RS16065 WP 341303928.1 AKASDMAQLFQSVTSADG.............................AVADRGSVTVDDRTNSIIAYQTQERLDELRRII 442
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AKAADIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIV 440
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 DLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNL.RNPDSN.....GTY.......TI 505
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNL.REPKKDETTGGYKY.......TI 518
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNL.REPKKDETTGGYKY.......TI 518
NTDB id 973535 WOB24 RS16065 WP 341303928.1 AQLDVAVRQVMIEARIVEANVDYDKALGVNWRGAGVGDN...NFVVGGSGG............DRPGAPGFGQNPGAQNP 507
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGN...WSGYGKDGNIGIKDEDGMNCGPIAGSCTFPTT....GT 513
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAG 585
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAG 597
NTDB id 973535 WOB24 RS16065 WP 341303928.1 TPSLGSFVDMGVA.G.GSGIGIGFIT.DNTILDLELTAMEKTGNGEIISQPKVVTSDKETAKILKGSEIPYQEASSSGA. 583
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SKSPSPFVDLGAKDA.TSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA. 590
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 STATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAV 664
NTDB id 1052 ABD1 RS15850 WP 001017033.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
NTDB id 1039 H0N27 RS01460 WP 031993779.1 STATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQ 676
NTDB id 973535 WOB24 RS16065 WP 341303928.1 ..STTSFKEASLSLEVTPQITPDNRIIMEVKVTKDSIG..QVFPDGVSINKNEVNAKVLVHDGETIVLGGVFSNTQVKGV 659
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSV 668
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 TKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 973535 WOB24 RS16065 WP 341303928.1 DKIPFLGDLPYLGRLFRRDTVKDNKSELLIFLTPRIMNNQAVAVSR 705
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
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X similar

X ≥ 50% conserved


