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NTDB id 973533 WOB24 RS15095 WP 341303799.1 .MGTEFALSGEQSWRVLRLYHLYRLIIGITLVLLVSSNLDTELLEMAHPTLFRNGSWLYLVLNVLVIVTLRQPKRLAQVF 79
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
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NTDB id 973533 WOB24 RS15095 WP 341303799.1 SLALVDVVLLSGLFYAAGGTPSGIGNLLIVAVAIANILLRGRIGLLIAAVAAIGMIYLTFYLSLSRPGASAQYVQVGAFG 159
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
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NTDB id 973533 WOB24 RS15095 WP 341303799.1 ALCFAAALFVQGLTRRVQTSERLAEQRAADVANLEALNALILQRMRTGILVLDEVHRVLLANQGANHLLGHADLTGKILD 239
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
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NTDB id 973533 WOB24 RS15095 WP 341303799.1 PHCPQLIKRMQQWLYNPSLRPASLQAEPDGRVLQPSFIALQRGERKHTLIFLDDISQIAQQAQQLKLASLGRLTAGIAHE 319
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
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logo I RNPLGAI SHAAQLLQESEELADAGAPDLRRLATQI IQDHQSKQRMNLMVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFAVDSEFYPRGTRALARNPDN
NTDB id 973533 WOB24 RS15095 WP 341303799.1 IRNPLGAISHAAQLLQESEELAGADLRLAQIIQDHSQRMNMVIENVLQLSRRRQAEPQLLDLKYWLHRFASEFRTRAAPN 399
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
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NTDB id 973533 WOB24 RS15095 WP 341303799.1 HTLHLETSSGSIQTRMDPHQLTQVLSNLVENGLRYSAQKNKQGQVWLKLFRDPDSELPVLEVLDDGPGIADDQLHHLFEP 479
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
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logo FFYTTESTKGTGLGLYLSRELCESNQAR I
LDYKRNVREESGGGSCFLR ITFAHPRKLS

NTDB id 973533 WOB24 RS15095 WP 341303799.1 FYTTETKGTGLGLYLSRELCESNQARLDYKVRESGGSCLRITFAHPRKLS 529
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !*!!!*!!!!!!!!!!!!!!!!!!!!*!!* !! !! ! !!!!!!!!!!!
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