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NTDB id 973463 WJM97 RS13060 WP 353929235.1 MVNVLNNLSNIKSLSSFSKILGKHGKGVGIELAPDRMNIVQLRKQRQGLKLESLITVPVPEGIVIDGQINDAPRMAELMQ 80
NTDB id 1411 SGL RS10685 WP 010872897.1 ............MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQ 68
consensus ************ ! !* * !** !!!*!* !*!*!* !! ! ! !! * **!!!! *! ! ! ! *!!**!
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NTDB id 973463 WJM97 RS13060 WP 353929235.1 QTMAEHKIKASRAATCIPGRDAIVRVIPVPAELDNKELREMVLNHEAALYLPYPREEADVDYQKLGYFVDEDGIEKVQVL 160
NTDB id 1411 SGL RS10685 WP 010872897.1 ELLSENGINTKQVATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVL 148
consensus * !* ! !!**! !*!!*!**!!!!!!! !!!*!!!!!!!!!!!!!!!!! !*!!!!!! ! !!!!!!!!!!!
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NTDB id 973463 WJM97 RS13060 WP 353929235.1 LVATRKELTDTYLNTFAEAGIGVDVLEINSFALIRTIRDQLRLFGPQEAAVLVDIEFDSTEIAIIINGVPQFSRTVPIGT 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LVATRREVTDSYLDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGT 228
consensus !!!!!*!*!!*!! !! !!* !!!!!!!!!!!!!!!!*!!! !!* !!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!
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NTDB id 973463 WJM97 RS13060 WP 353929235.1 YQLQAALSRAMSLPTSREMDMLMDMTIPAHPLDSGKTGLTGANPGMGPMLKILGELADELRRSIDFYINQSEGLEVAQIL 320
NTDB id 1411 SGL RS10685 WP 010872897.1 YQMQNALSRAMNLPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLL 308
consensus !!*! !!!!!! !!*!! ***! !!!! ** !* ! !* !!!! ******!!! !!!!!!! !!*!!!! !!* !*!
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NTDB id 973463 WJM97 RS13060 WP 353929235.1 LAGMGGGLQQLDEFFTQRLGFPTTQIDPIRDLSLQVEDDKYPPVKRPGLGIVLGLGMREA 380
NTDB id 1411 SGL RS10685 WP 010872897.1 LAGPGGGLIQLDEYFTQRLSIPTVKIDPFEALAIDT.DQNFSDIERPSLATVLGLGIREA 367
consensus !!!*!!!! !!!!*!!!!! !! !!! ! * *! **** !! !* !!!!!*!!!
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