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el FTLIEL AL SLARAL SN L&I;v; RRALEY

MKEN KMNQKGFTLIELMIVVA IG A
KAY KMQKGFTLIELMIVVA IG
MKEW4K KNQKGFTLIELMIVVA IG
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GD VIA ..... ... .SSKpHQRA . . . ..

CATYSIDA ..... .. .NPKIATKIMEIM. .. .. BEA NS VED VP . .
GTIABK. .. ....PDPR. DETHDRSALNGTMEGAGPKNKEK INTIMY . . . . . REgIA GHIWEC
GAITS ......... ... NSSMTEETHTIR . . . .. .

CAIDS......... ...DSSIDGGI TEWN. . ...

DGKYFAP GVT..... ... . [KTMT PTVIAASGQISTWTCAPGAANG
TEY INATPNVAS I TGANCE VIR TIRATINAAG . . . . . EGTHVEMPTLQA . . NGBVT|MNGSRGGTLL .
TGY ATPNVQ ..... EGTHIMPTLQA . . NGB VTII§NSRGGTLL .
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