U ETSRERDIORLLACR] LT AL ARLLELOANTIDIYLIAT ek

HKFKv-Y-l—vy SN 1\s AR
NTDB id 602 KW2 RS03060 WP 011834647.1 julepg® PIHVIEQ SRGER YDIYSRLLKDRIIMLTGPVEDEMANSITIAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 611 V4T04 RS07970 WP 003129593.1 jufedg PIWVIEQ SRGER YDIYSRLLKDRIIMLTGPVED[EMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 282 KZH43 RS03215 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDSTKDIYLYVNTPGGSVSAG
NTDB id 246 SPD RS03495 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDBTKDIYLYVNTPGGSVSAG
NTDB id 244 SPR RS03300 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 242 SP RS03655 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDSTKDIYLYVNTPGGSVSAG
NTDB id 972983 AAAF57 RS08430 WP 002883818.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 330 STU RS11365 WP 002949732.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANSIIAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 298 STER RS01925 WP 002949732.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 445 SPYM3 RS01720 WP 002985850.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 376 SMU RS07595 WP 255262720.1 IS ORIM TPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANSITAQLLFLDAQDNTKDIYLY N PGGSVSAG
NTDB id 86 BSU 34540 NP 391334.1
NTDB id 1223 Cj0192c YP 002343650.1
consensus R ! Dol b b bbb DD e
ANDT ELASDNGTIV AR TGS ARE NAEY HQ T AL B

=N M 2] = [ AII:LL = A A =) g L SQ AL¥ | p =2 Q
NTDB id 602 KW2 RS03060 WP 011834647.1 IASSGKGKRFMLPNAEYIHQPMGGGGTQQTDMAIAELLKTR Q
NTDB id 611 V4T04 RS07970 WP 003129593.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGRGTQQTDMAINAE[RLLKTRISILEM
NTDB id 282 KZH43 RS03215 WP 000613477.1 TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRNEA
NTDB id 246 SPD RS03495 WP 000613477.1 TASSGIXKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIMY
NTDB id 244 SPR RS03300 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIEN
NTDB id 242 SP RS03655 WP 000613477.1 TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRNMA
NTDB id 972983 AAAF57 RS08430 WP 002883818.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRAN
NTDB id 330 STU RS11365 WP 002949732.1 TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRAN
NTDB id 298 STER RS01925 WP 002949732.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLK TR
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIs#
NTDB id 445 SPYM3 RS01720 WP 002985850.1 TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTR|:83
NTDB id 376 SMU RS07595 WP 255262720.1 I IASSGKGKRFMLPNAEYIHQPMGGTGGGTQQ DMAIAAEE]LLKTR
NTDB id 86 BSU 34540 NP 391334.1 ..
NTDB id 1223 Cj0192c YP 002343650.1 ..
consensus L A B B A L O A O O S Y B A rrrroni 1ok IER R R * Dok
el e st St 81 [E el

<l ;N L !.53) <
NTDB id 602 KW2 RS03060 WP 011834647.1 HDAERDWMAETLEYGFIDEIMNN . 199
NTDB id 611 V4T04 RS07970 WP 003129593.1 HIMDAERDBIWMIJAINETLEYGF IDEIMANN§] . 199
NTDB id 282 KZH43 RS03215 WP 000613477.1 HIADAERDNWMSAQETLEYGFIDETMEINNSIL IS 196
NTDB id 246 SPD RS03495 WP 000613477.1 HI\DAERDNWMSAQETLEYGFIDEIMEINNS] . 196
NTDB id 244 SPR RS03300 WP 000613477.1 HIADAERDNWMSAQETLEYGFIDETIMEINNSIL IS 196
NTDB id 242 SP RS03655 WP 000613477.1 HIADAERDNWMSAQETLEYGFIDEIMINNKILS 196
NTDB id 972983 AAAF57 RS08430 WP 002883818.1 HYDAERDNWMSAQETLEYGFIDEIMIINN[NL K 196
NTDB id 330 STU RS11365 WP 002949732.1 HYDAERDNWMSAQETLEYGFIDETIMpSNN(NL KR 196
NTDB id 298 STER RS01925 WP 002949732.1 HWUDAERDNWMSAQETLEYGFIDEIMYN N8 . 196
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 MWMSA ETLEIWWYGFIDEIMIJNNINLKE 196
NTDB id 445 SPYM3 RS01720 WP 002985850.1 MWMSA ETLI\YGFIDEIMANNIALKE 196
NTDB id 376 SMU RS07595 WP 255262720.1 HIAD AERDM WMEA.ETLYGFIDEIMNN 204
NTDB id 86 BSU 34540 NP 391334.1 IFADY ° RDN -[§SA “EMLEY G I DINI[Ry:Eg) K 197
NTDB id 1223 Cj0192c YP 002343650.1 194

consensus 1 okok sk ok ok ok ok ok ok ok ok Voo b Dsksokok Dok Dok D o 1 Dok *

155
155
152
152
152
152
152
152
152
152
152
160
152
151



(> S

non conserved
similar
>50% conserved



