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NTDB id 972945 AAAF57 RS01420 WP 048790101.1 MINNVVLVGRMTRDAELRYTPSNVAVATFSLAVNRNFKGANGERETDFINCVIWRQQAENLANWAKKGALIGITGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
consensus !*!*!!!!!!*!*! *!!!!****!!*!!**!!!!*!****!*!!*!!!!!!*!!**!!!*!!* !!!*!*!**!!*!!!

logo NYENQQGQRVFYVTEVQVVAEDSNVFSQFLMLEPSKRANTAGTGRTGEGQSGHRQSGDGASQGGNSFYNAESNGGNQFSDGNNGGSSQSYFGGGAQNSTDGQGNSGPSFTGSGNPSQNPQANTGQNRSARTNPANQAGFNGNSFRTDNQADESD
NTDB id 972945 AAAF57 RS01420 WP 048790101.1 NYENQQGQRVYVTEVVADNFQMLESRAAREGHSG....GSYNAGGFDNSSSFGGGASTGGSFGGSQPAQSTPN.FGRDES 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ........QSGFTSPQQTGNAPAANNTQAD 152
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQN.DNPFGGNQNNQRRNQGNSFNDD 154
consensus !!!!!!!!!!*!!!!*******!!** * * ** * *! *** *** **** !** !* * **** ***

logo PFAGNDNSGKNQAPMIDI SDDDLPF
NTDB id 972945 AAAF57 RS01420 WP 048790101.1 PF.GNSNPMDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 PFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 PFANDGKPIDISDDDLPF 172
consensus !!*******!!!!!!!!!
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