
logo MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGI IGG IGWQLGLGWAAVPLLLGAALALLDARPLLAVLALLGGG
NTDB id 972871 KDR RS09345 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGIGWQLGLGWAAVPLLLGAALALLDARPLLAVLALLGGG 85
NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGIGWQLGLGWAAVPLLLGAALALLDARPLLAVLALLGGG 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LGYGSAHLQAREPDR IAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRL IRPDGRR IPGGFDQAAWLRSQG
NTDB id 972871 KDR RS09345 WP 010888489.1 LGYGSAHLQAREPDRIAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGFDQAAWLRSQG 170
NTDB id 1311 DR RS09490 WP 010888489.1 LGYGSAHLQAREPDRIAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGFDQAAWLRSQG 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDAFARAGLAHLMALSGQ
NTDB id 972871 KDR RS09345 WP 010888489.1 GLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDAFARAGLAHLMALSGQ 255
NTDB id 1311 DR RS09490 WP 010888489.1 GLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDAFARAGLAHLMALSGQ 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NVALLTGTL IWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPS ITRAVLMGGVALLALMVGRGRPDPLGIVALTASACLLLFPL
NTDB id 972871 KDR RS09345 WP 010888489.1 NVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGRPDPLGIVALTASACLLLFPL 340
NTDB id 1311 DR RS09490 WP 010888489.1 NVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGRPDPLGIVALTASACLLLFPL 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo WLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQLPLVGLPANLLAAP IMAVLVPLGFLA
NTDB id 972871 KDR RS09345 WP 010888489.1 WLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQLPLVGLPANLLAAPIMAVLVPLGFLA 425
NTDB id 1311 DR RS09490 WP 010888489.1 WLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQLPLVGLPANLLAAPIMAVLVPLGFLA 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGMGWLLGRVRGQAALTIALACAALSWLPAQLR
NTDB id 972871 KDR RS09345 WP 010888489.1 GLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGMGWLLGRVRGQAALTIALACAALSWLPAQLR 510
NTDB id 1311 DR RS09490 WP 010888489.1 GLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGMGWLLGRVRGQAALTIALACAALSWLPAQLR 510
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLPALRALGVRKLDVVVATHADTDHI EGLSSVLRGLPVGELW
NTDB id 972871 KDR RS09345 WP 010888489.1 PARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLPALRALGVRKLDVVVATHADTDHIEGLSSVLRGLPVGELW 595
NTDB id 1311 DR RS09490 WP 010888489.1 PARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLPALRALGVRKLDVVVATHADTDHIEGLSSVLRGLPVGELW 595
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo VGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTALWPVGNVWSTADNDNSVALRVEDGPFRAALLGDLPDPAEA
NTDB id 972871 KDR RS09345 WP 010888489.1 VGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTALWPVGNVWSTADNDNSVALRVEDGPFRAALLGDLPDPAEA 680
NTDB id 1311 DR RS09490 WP 010888489.1 VGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTALWPVGNVWSTADNDNSVALRVEDGPFRAALLGDLPDPAEA 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo L IGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVL I SVGRNTYGHPTQAVLDR IAAAGAKVWRTDQVGTVRWPLP
NTDB id 972871 KDR RS09345 WP 010888489.1 LIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGRNTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP 755
NTDB id 1311 DR RS09490 WP 010888489.1 LIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGRNTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP 755
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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