
logo MQRIYTVRGQAADITALLAAQYPTLRVTPVGQTGQLVLNGAQAQLDTALALLEQVDRPAPVAESRTVQRVFQLVNASAEEVKATL
NTDB id 972864 KDR RS03950 WP 227086002.1 MQRIYTVRGQAADITALLAAQYPTLRVTPVGQTGQLVLNGAQAQLDTALALLEQVDRPAPVAESRTVQRVFQLVNASAEEVKATL 85
NTDB id 1304 DR RS03995 WP 227086002.1 MQRIYTVRGQAADITALLAAQYPTLRVTPVGQTGQLVLNGAQAQLDTALALLEQVDRPAPVAESRTVQRVFQLVNASAEEVKATL 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo EGTLARDLTADSNNDVLPNVPVTATDANGNTTVVSVPNALGKTANQGTANAQAQTAQTPANTQQATL IADKRTNSL IVRGTPEQV
NTDB id 972864 KDR RS03950 WP 227086002.1 EGTLARDLTADSNNDVLPNVPVTATDANGNTTVVSVPNALGKTANQGTANAQAQTAQTPANTQQATLIADKRTNSLIVRGTPEQV 170
NTDB id 1304 DR RS03995 WP 227086002.1 EGTLARDLTADSNNDVLPNVPVTATDANGNTTVVSVPNALGKTANQGTANAQAQTAQTPANTQQATLIADKRTNSLIVRGTPEQV 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AQVAELVPQLDQVVPQINVQVR IQEVNERALQSLGLNWRATFGGFNVAVSGGTGLAATFNPTQSFLGFNI FPTLTALETQGLTRR
NTDB id 972864 KDR RS03950 WP 227086002.1 AQVAELVPQLDQVVPQINVQVRIQEVNERALQSLGLNWRATFGGFNVAVSGGTGLAATFNPTQSFLGFNIFPTLTALETQGLTRR 255
NTDB id 1304 DR RS03995 WP 227086002.1 AQVAELVPQLDQVVPQINVQVRIQEVNERALQSLGLNWRATFGGFNVAVSGGTGLAATFNPTQSFLGFNIFPTLTALETQGLTRR 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VYDGNVTMQSGQRSLSATGGAQNASSGAAASVKSGGRLE INIPSAAGNIVRQIDYGLNLDFFSPQVAPDGTITLR IRGQVNQPAT
NTDB id 972864 KDR RS03950 WP 227086002.1 VYDGNVTMQSGQRSLSATGGAQNASSGAAASVKSGGRLEINIPSAAGNIVRQIDYGLNLDFFSPQVAPDGTITLRIRGQVNQPAT 340
NTDB id 1304 DR RS03995 WP 227086002.1 VYDGNVTMQSGQRSLSATGGAQNASSGAAASVKSGGRLEINIPSAAGNIVRQIDYGLNLDFFSPQVAPDGTITLRIRGQVNQPAT 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AITADSLPNL IDFTNSEAQSTITFKNGQTI LMSGLLGSTETTNRSGVPFLSSLPGVGAAFGEKRTEKTQSQLLVI ITGTVVK
NTDB id 972864 KDR RS03950 WP 227086002.1 AITADSLPNLIDFTNSEAQSTITFKNGQTILMSGLLGSTETTNRSGVPFLSSLPGVGAAFGEKRTEKTQSQLLVIITGTVVK 422
NTDB id 1304 DR RS03995 WP 227086002.1 AITADSLPNLIDFTNSEAQSTITFKNGQTILMSGLLGSTETTNRSGVPFLSSLPGVGAAFGEKRTEKTQSQLLVIITGTVVK 422
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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