
logo MTLPSPAAAHAELLALLTLRFTPGLGPRR I ENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGGAKAAEEARAELNKAAERG
NTDB id 972859 KDR RS00610 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGGAKAAEEARAELNKAAERG 85
NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGGAKAAEEARAELNKAAERG 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVL IVSGLARGVD
NTDB id 972859 KDR RS00610 WP 010886768.1 VTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVLIVSGLARGVD 170
NTDB id 1314 DR RS00625 WP 010886768.1 VTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVLIVSGLARGVD 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMVVVSEYPLGTGPAQHHFPSRNRVIAALSAGVLVVEGERKSGSL
NTDB id 972859 KDR RS00610 WP 010886768.1 TAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMVVVSEYPLGTGPAQHHFPSRNRVIAALSAGVLVVEGERKSGSL 255
NTDB id 1314 DR RS00625 WP 010886768.1 TAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMVVVSEYPLGTGPAQHHFPSRNRVIAALSAGVLVVEGERKSGSL 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ITATHALDCGRTVFAVPGRAGDPRASGPHAL IRDGAVLTESAQDVLTELNWGLAPAPAVPDLPPEQARVLRALQTPATLDDLAAT
NTDB id 972859 KDR RS00610 WP 010886768.1 ITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGLAPAPAVPDLPPEQARVLRALQTPATLDDLAAT 340
NTDB id 1314 DR RS00625 WP 010886768.1 ITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELNWGLAPAPAVPDLPPEQARVLRALQTPATLDDLAAT 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TGLS IPELQTALVMLQLQGLAYEVGGRWSR
NTDB id 972859 KDR RS00610 WP 010886768.1 TGLSIPELQTALVMLQLQGLAYEVGGRWSR 370
NTDB id 1314 DR RS00625 WP 010886768.1 TGLSIPELQTALVMLQLQGLAYEVGGRWSR 370
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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