logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

625 LCA RS02525 WP 011374196.1
972834 WN777 RS18720 WP 001976711.1

115
600
269
228
194
159
499
527
453
408
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

BSU 16940 NP 389576.2

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1

SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1

Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
DR RS12030 WP 010888966.1

Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1

PSJM300 05545 AFN77183.1

MATKK. .. .. KTNFDDITKKYGA
.MAKK..... PKKLEEISKKFGA

.MAKK..... PKKLEEISKKFGA
.MAKK..... PKKLEEISKKFGA
.MAKK..... PKKLDEISKKFGA
.MAKK..... PKKLDEISKKFGA
.MAKK..... LKKNEEITKKFGD

* %

IM

IM LG
MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
MRLG

IEKWNFGKG IM
IEK§FGKGRIM
IEKEFGKGINIM
IEKSFGKGIIM
M
IEKWFGKG

IEK[NFGKG IMRLG
MRLG
MRLG

Hef K50

IMR G |

k11 skoskokok ok

)
(& o)

nmnnnnnnn ikl N NN N nnnnn N n

* 1 1%

Al

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSLELD
GS
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSLELD
GSLELD
GSLYLD
GSLELD
GSL LD

|

RN

VN

Y

L

(]




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

625 LCA RS02525 WP 011374196.1
972834 WN777 RS18720 WP 001976711.1
115 BSU 16940 NP 389576.2

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

499 SM12261 RS08315 WP 078228268.1
527 SMSK321 RS11065 WP 001085454.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1211 C694 RS00795 WP 000963128.1
1214 NCTC11637 00359 SQJ03206.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1074 ABD1 RS10195 WP 000344167.1
1022 ACIAD RS06390 WP 004925639.1
1205 PSJM300 05545 AFN77183.1

consensus

I

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

Rl H H HHH

o

EIYGPESSGKTT
EIYGPESSGKTT
E YGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT

BEIYGPESEGKTT

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT
F Tk LTI D D

N e R N N N

DI
AIMIQ MGGMAFIDAEHA DPYYARJLGVN DELL
ARMQENGGAAF IDAEHALDPYY ARJALGVN ELL
APNYQKIHG GRNAF TDAEJALDPIY ALNLGVN DELL
ANQKIEGGINAFTDAEHALDPAY ANNLGVN DELL
AWNQKIEGGINAF IDAEHALDPIY AFSNLGVN DELL
AWNNQKIAGGINAF IDAEHALDPIY AFSALGVN DELL
AWNQKIGGINAF IDAEHALDPIY AFSNLGVN DELL
AWNNQKIGGINAF IDAEHALDPIY AFSALGVN DELL
AWNNQKIEGGINAF TDAEHALDPAY AFN\LGVN DELL
AWNQKIGGINAF IDAEHALDPIY AFSNLGVN DELL
ANNQKMGGINAF IDAEHALDPIY AFSALGVN DELL
AWNQKAGGINEAF IDAEHALDPYY ARLGVNRDELL

AINMOKINGGUA¥AF IDAEHALDRYY AJSYLGVNID L

AIYOKINGGAASAF IDAEHALD|RIY AISHL.GV j¥ NLL
AIEOKINGGLAAF IDAEHALDEIY AISHL.GV gy RLL
AIINQK\YGGIWNAF IDAEHAJD|UBSIY AIRL.G N EL
AAQKGTFYNEAF IDAEHALDPYY AL GVNDELL
VGAEF DAEHARDPMY AISL G V]S
\VMGAF DAEHAJIDPNY AL G V]
VGAE DAEHAJJDPNUY AL G V]S
INSAFIDAEHALD\ENY APDISL G V]S

Il skskskkok |

*k 110

L0 ATl o AR b e )

SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPDEGEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ

QPD GEQ
SQPD GEQ
SQPDYGEQ
SQPDRIGEQ
SQPD GEQ
SQPD GEQ
SQPDIYGEQ
SQPDRIGEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPDGEQ
SQPDEIGEQ
SQPD GEQ

oAk

NEEIET

140
138
138
154
153
153
1563
153
1563
153
153
153
152
139
141
141
148
156
140
140
140
148
139
139
139
139
139



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

625
9728
115
600
269
228
194
159
499
527
453
408
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

LCA RS02525 WP 011374196.1

34 WN777 RS18720 WP 001976711.1
BSU 16940 NP 389576.2
Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1
PSJM300 05545 AFN77183.1

NS

VVDSVAALVP AET
V DSVAALVPKAETI
VVVDSVAALVPKAET
VV DSVAALVPKAEI
VVVDSVAALVP AET
AET

AET

AET

VVVDSVAALVP AEI
VVVDSVAALVP AET
AET

AET

AET
VVDSVAALWPKAET
VVVDSVAALWPKAET
VVVDSVAALWPKAET
VVVDSVAALWPKAET
VDSVAALWPKAETI
VVVDSVAALVPKAETI
VVVDSVAALVPKAET
VVVDSVAALVPKAETI
V DSVAALVPKAET
VVDSVAALWPKAET
VVDSVAALWPKAET
VVDSVAALWPKAET
VVDSVAALWPKAET
VDSVAALVPKAETI
E e I T I B S B B B S

50, 50V L Al e

G MGD HVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G HGDSEVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSERGLAAR
GDMGDEHVGLQAR
GDMGDWNHVGLQAR
GDMGDWHVGLQAR
GDMGDS  GLEIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD MEGLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G

G

!

MGDSH GLQAR
MGD HVGLQAR

N N YNy e E

219
217
217
233
232
232
232
232
232
232
232
232
231
219
221
221
227
235
219
219
219
227
218
218
218
218
218



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

625
9728
115
600
269
228
194
159
499
527
453
408
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

LCA RS02525 WP 011374196.1

34 WN777 RS18720 WP 001976711.1
BSU 16940 NP 389576.2
Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ABD1 RS10195 WP 000344167.1
ACIAD RS06390 WP 004925639.1
PSJM300 05545 AFN77183.1

IR

GSTKIEEGS.
IIGNTQIKGTG.
GNTQIKGTG.
GNTQIKGTG.
WGNTQIKGTG.
GSTQIKGTG.
GSTQIKGTG.
GTTQIKGTG.
GNTQIKGTG.

-— [eeli=ci=cl=cl-v = li=vli=c ===t~ ]t-- ¥-c -]

<< <HHHHHAEASS

e TR ek

.L.KQNEQH

.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

SLSDTGKIKDKSGEV
CGV..
TGS....
TGS....

EI
EV

DR

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK ARPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

T+

}/

IMYG GIS WGEL
IMYGEGIS RGE
IMYGEGIS RIGE
IM GEGISEMIGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IHYGEGIS
VMEK(EFDQL SR
M GEG S
IM GEGIS
IM GEGIS
IMYGEG S
IMYGEGIS

UUUQ%D‘\WXD‘\‘R‘SNXZOUU
< <<

[Ci-ASASIvIvASIsiSITES]

EE R N * %k

E S LA

Ay

294
292
292
312
311
311
311
311
311
311
311
311
307
294
296
296
307
310
294
294
294
302
293
293
293
293
293



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

625
9728
115
600
269
228
194
159
499
527
453
408
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1074
1022
1205

consensus

LCA RS02525 WP 011374196.1

34 WN777 RS18720 WP 001976711.1
BSU 16940 NP 389576.2

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SM12261 RS08315 WP 078228268.1
SMSK321 RS11065 WP 001085454.1

sAVIX BB = aeERE o EECR e VEEEV. | DLEDELEIE

RAAYG SDVPEEDLPTTED.EQI.NILPDDS
SEDSGAEGMEDPSLL...D......
DNNGVVQQQAEETQEEL EFE. ...
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. .. ..
IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE....PKKEEA..VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELEIE
IDGEEIAES....KKDE....AAQVDS..VNEEVTLDLGDELEIE
IDGEEAAES. .. .KKDE....VAQVDS..VNEEVTLDLGDELEIE

Spy49 1753c ACI62003.1 LEESEEESAMAVASE....... E....... TDDLALDLDNGIEIE
SMU RS09530 WP 002262392.1 IEEDNTEEKQSSKEK....... ETDEK. .ADKNLVLELDDTIELE
DR RS12030 WP 010888966.1 MAATRAGNAGEAPALAPAPAAPEAAEA. . .. .. i
Cj1673c YP 002345041.1  DK]GEENICIREDISH A BRKI\DoNs A BIDMI TK A QN SMEEEGMT . . . . . SGSEDDE. .GEE. . ... ... ...
C694 RS00795 WP 000963128.1 DKJSEEINCRER VNS A LIRKINDK ARABRITLKEREST[SNEET . . . . . MPLPDEP..LEEME..... ... ... ... ... . . ...
NCTC11637 00359 SQJ03206.1 DKjGEERICRE\VNEA LIRKIHBK ARABINIT LK ES I[§SNEET . . . .. MPLPDEP. .LEEME. ... ... ... ... ...
RAOC RS04870 WP 004918236.1 = DT)EEENCGRBTVEELBKBINANNABRMEAKIAEKLQAK . . . . . .o e e e i e e
A4U84 RS07560 WP 021112712.1  GTiENGRIGENIPAVKERRK2\IusADKIEBE (O ERINTLHSNPNS . . . .. VLKATASDSNDESDV. .EEFSEEEL...........
NGFG RS03960 WP 003688695.1 GAJGNEIRICHORN VIRV WRRKI2\IIo0NS BIoWED A KERAA LN EMHT . . . . . TEGTQDETD....... GERPEE.............
NGFG RS03960 WP 003688695.1 GARGNCIR[CHERN VR VERHKINNANIS IS A KIRAALNEMEMHT . . . . . TEGTQDETD....... GERPEE.............
0K783 RS03845 WP 003688695.1 GAJGNEIRICIERN VIR VIRHKINNINES BIoNeB A KISHA L NG EMHT . . . . . TEGTQDETD....... GERPEE.............
RS RS02760 WP 011000510.1 = GERNCNCGRBINCHERSARINAINEARNENKMAEHLEMTPMG . . . . . AV.TLAEEVEED. ... ... ...
A1552VC RS01565 WP 000344154.1 GD@NGRIGKANICKMRKINWINIAK TEBKKIIAEMLLNPENM. . . .. QLIAETSSAADDVEF..GAVPEEF............
GTF74 RS11550 WP 000344154.1  GDjeRela(ed8ANWACKMRKINPANIAK TERBKKIBIEMLLNPENM. . . . . QLIAETSSAADDVEF..GAVPEEF............
ABD1 RS10195 WP 000344167.1 = GNRQRENERN|\VIRMF ERNERIABRNSER NIAEQLLTTGTN . . . . . GAVQ.I.EDEEEPD....LLLES.............
ACIAD RS06390 WP 004925639.1 = GNi@NEGRICGKN|\V I RMREIIZENIS TINeSA VIRIEQLLTKASD. . . .. QTAA .HDETEEEPD....LLES..............

PSJM300 05545 AFN77183.1

Db sk o sk * %k k %k * * %k

..... TKATPVAEDLADAD. ...

355
343
348
387
385
385
385
385
381
381
377
382
363
343
347
347
343
372
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 972834 WN777 RS18720 WP 001976711.1 ... 343
NTDB id 115 BSU 16940 NP 389576.2 C 348
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384

NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 1313 DR RS12030 WP 010888966.1 C 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 . 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 R 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1074 ABD1 RS10195 WP 000344167.1 C 349
NTDB id 1022 ACIAD RS06390 WP 004925639.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



