
logo

MAMSAM
R
S
G
I
L
VNKVI ILVIGRNLGQNRDPDE I

M
VRTYMPSNGDEGAVCATNLFITS IVATSESTWRNDRKMANTGQEPQRKRVEVKRTEWHNRVIVTFLMF

YGRRKQLAE I
VAGEQYLKRKGGSKLQVYVIL

NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 972746 AABD45 RS15085 WP 225491033.1 MASRGINKVILVGNLGNDPEIRYMPSGGAVANITVATSETWRDKATGEPREKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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DRTYTASYTDEVIQVGAVQGYNDGNVEI LMKQMLDGSGRAQSNSEQGNQSGDGAFMGGAPGAMQGGAMNPVYPQANQQDEGQSEGSGYWNGQAPSPQAEQQAPTAAKNYNQQRGPGAYQSQDSNRYQAPQANPSQHNPD

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA.....PY...EEGYGQSQEA..YQRPAQQSRQPASD 142
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA.....PY...DEGYGQSQEA..YQRPAQQSRQPAPD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGG.......NQGSGWNQAPAQTNYNQGGYSDNYAQNN 147
NTDB id 972746 AABD45 RS15085 WP 225491033.1 EGQLQTRKWQDQNGQDRYSTEVVVQGYNGIMQMLGGRQQQGGAPAMGGAP.QQQQGGWGQPQQPAA............QP 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPAK............QH 148
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FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 APSH.PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APSH.PQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 972746 AABD45 RS15085 WP 225491033.1 SY...QKQAPAQQQPMQPQYNEPPMDFDDDIPF 177
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QP...MQ.QSAPQQYSQPQYNEPPMDFDDDIPF 177
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