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NTDB id 1400 DSB67 RS12660 WP 010643261.1 .MKTNKQKKQQGFTLIELMIVVAIIGILAALAIPAYQDYTKKATMAEFPKIASSTKLAVELCAHEHA...ADAGAFKTKC 76
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ......MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGA........VPT.. 64
NTDB id 1292 VP RS12235 WP 005479693.1 .MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQE.......NGI.AAAA 71
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT.......EGSFPATT 72
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT.......EGSFPATT 72
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT.......EGSFPATT 72
NTDB id 972715 AABD45 RS00695 WP 072603236.1 MKKLNKTKKQQGFTLIELMIVIAVIGVLSAIAFPQYQKYVAKSEIASVLATLTGAKTNVEATTVE.......TGAFPAAG 73
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ......MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATK 74
consensus ** *** !*!!!!!!!!!!*!*!!*!*!*!*!*!!*!* ** ** *** ****** *! * * ***
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NTDB id 1400 DSB67 RS12660 WP 010643261.1 HQTANGIPAAF.....TLNNLTVTPA.AGAASGAISITVNAAND.KGPIKQNEKYILTATYASNGVTWSSECKDA.TNAV 148
NTDB id 1038 H0N27 RS01510 WP 000993725.1 KLSDVGFTAATSSV...CATYSIDAFTETDGAGKITCTLK.....GNPKIATKIVELTR.STD..GAWTCVSDVP..TEF 131
NTDB id 1292 VP RS12235 WP 005479693.1 TLAQLGVD....VAANDLGAIDSA...LAGGSPTLTFTFDADSS.....IDGGILTFTR.DAA..TGWSCLPTA...PAI 133
NTDB id 1184 GTF74 RS02335 WP 000649326.1 AGTAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFDAGVVSSS......KIQL.ARDAN..GLWTCSTTVT..SEI 141
NTDB id 1167 A1552VC RS11065 WP 000649326.1 AGTAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFDAGVVSSS......KIQL.ARDAN..GLWTCSTTVT..SEI 141
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 AGTAAGFTRLGTVEDMGDGKIVIAPTASGALGGTIKYTFDAGVVSSS......KIQL.ARDAN..GLWTCSTTVT..SEI 141
NTDB id 972715 AABD45 RS00695 WP 072603236.1 KETALGVP......AMPLGTVAFAPNADNPDAGTITFTFDAAGADASALVAGKKLILTRTTAT..GAWACTSDIKKADSL 145
NTDB id 1192 PAKAF RS23870 WP 024947914.1 KEVPLGVA....ADANKLGTIALKPDPADGT.ADITLTFTMGGA..GPKNKGKIITLTRTAAD..GLWKCTSDQD..EQF 143
consensus ** ! * * *** ** ******!**** ** ** * * !**** * *
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NTDB id 1400 DSB67 RS12660 WP 010643261.1 QTSYCP............ 154
NTDB id 1038 H0N27 RS01510 WP 000993725.1 LPKGCTAGTPTEGAITSL 149
NTDB id 1292 VP RS12235 WP 005479693.1 AVDGCS............ 139
NTDB id 1184 GTF74 RS02335 WP 000649326.1 APKGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 APKGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 APKGCTAGATIN...... 153
NTDB id 972715 AABD45 RS00695 WP 072603236.1 LPKTCTGAD......... 154
NTDB id 1192 PAKAF RS23870 WP 024947914.1 IPKGCSK........... 150
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