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MKQIIGYLRQSTIWKQQSLAAQKQWIEA ARSKHWIQMIMNFYSDKQSGRYDISRNGYMQIT LIQQGQCD LCCYRLNRLHRN
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQITQLIQQGQCDILCCYRLNRLHRN
MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQ TQLIQQGQCDILCCYRLNRLHRN

LRI Coi) VPED LERAL AR XD R T el

LKNALKL KLCQIWYHVHILSVHDGYFDMDIAFDRLKLNIFISLAELESDNIGEQV NG JMEKAKQG ITTHAPFGYJ|IYH
LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRLKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH
LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRIFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH

170 TORANPA W G e YARN Y N el 5 Vs

NGTFI g4 PTVKAVEFNYY [GMGYKKIAQMLEED |4 INRUPYQVRNII NPNYCGRVEMNQYGQ NMFP IVST I
NGTFIINQNESPTVKAVENYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI
NGEINFIINQNESPTVKAVENYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI

LA UL TRRRTLRYY Pl SRRV o G ot
YE@AQBTR%QK TKRKSSQNQ\.KQK K Y EEJHN Tv Q SILAT
YE AQUMYR QKig KI¥GPS NQLKQKIKCPMC] TLTNMTIRKKBIHTLRYYVCP@NMNASRFVC FKGINAQIALENIVLEYS
YEQAQRLR!QKQEKQTPSDNQLKQKIKCPCCKATLTNMTIRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV
YEQAQRLR QKQ KQTHSDNQLKQKIKCPCCWN] TLTNMT RKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEYV

AP oL, L DT Rl

CWDF QNQME Y KINBMVINWR KRQR IEW PNTLIGIEQLIEKLAQMYIDAETFREQTQSLRQOQEISDE SIENR(Q IR 183
C DFYQNQRIYTKIKEAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHRS
C DFYQNQRIYTKIKEAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHH

DUy

NIIQWRFTLN LYPYI BINI K KSLWGIYFKNEPLNIVIJQTM IS I\t
NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIAETAS
NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIAJEAS
Trlx1

X non conserved
B similar
>50% conserved
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