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LR AT GTE 1 DAINEY DD AR 1 R ECRILOAE YD
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VYKTNRLARNTSDLLKIVEDLHKQNVEFFSLSERMEVNTSSGKLMLQILASFSEFERNNIVENVFMGQTRRAQEGYYQGN
PELL e rrrrrrrrrrrnt

LR RN OV A VA 5 LAV G
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PELL e rrrrrrrrrrrrrrnt
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