
logo

MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERR IAQTI EDRFGIPLVELHRVE IPPKVK

NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 970753 WJM45 RS16760 WP 341326203.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
consensus

logo

ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG

NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPPSG 160
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 970753 WJM45 RS16760 WP 341326203.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
consensus

logo

EGQKDLKLGELLLQKGWI SREALEEALVEQEKTGDLLGR I LVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL

NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1028 TT RS08215 WP 011173991.1 EGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILVRKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLL 240
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 970753 WJM45 RS16760 WP 341326203.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
consensus



logo

LRSDALRYGAVP IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKL
M
S
T
R
S
E
S
A
S
L
S

NTDB id 1410 SGL RS13950 WP 010873519.1 ..........................................................................MTSSSS 6
NTDB id 1028 TT RS08215 WP 011173991.1 LRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREAL 320
NTDB id 1355 HI 0298 AAC21962.1 ................................................................................ 0
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................................................ 0
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
NTDB id 970753 WJM45 RS16760 WP 341326203.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
consensus

logo

K
S
E
K
A
K
L
S
M
A
E
R
V
S

L
T
V
A
A
D
F
L
Q
V

A
H
K
L
T

E
G
I
L
T

D
E
L
P
R
S

L
N
Y
P
P
Y
K
R
M
A
H
I
S
F
L

G
K
Q
V
S
T

P
N
G
I
F
L
F
I
L
P
V
S
G

A
E
K
N
Q
T
R

C
K
L
V
R
I LRVALEQGKLNAEEQKGI

V
Y
H
L
A
I
L
V
N
R
D
S
T
E
K
P
V
F
A
Q
A
S
T
E

K
N
T
D
Q
L
V
A
E
M

I
R
E
Q

A
H
L
T
E
Q
S

H
V
L
A
H
I
M
V
Y
L
D
K
T
V
Y
Q
E

L
N
A
K
Q

E
Q
A
V
A
R
S
K
Q
R
K
A
E
F
G
T
A
S

K
G
G
K
L
R
T
Q
I

E
P
R
D
S
I
T
M
V
L
E
I
L
V
P
A
D
Q
S
P
E
E
M
T
A
Y
I
M
L
F
K
I
T
L
V

A
D
K
Q
T
E
S
VTDE

G
L
Y
N
S

F
R
S
V
A
K
G

E
H
K
S
V
F
I
L

V
I
F
L
D
Q
R
T
H
S
A
T
S
P
H
L
K
S
E
Q

A
Q
T
L
R
S
E

I
V
L
R
T
A
L
Q
A
E
A
I
L
Y
H
K
Q
T

KKNQLFEVA
N
I
L

K
G
A
S
A
H
K
L
Q
R
T
V
E
S

L
N
Q
E
I
V

L
Y
F
A
S
T
G
E
V
Y
I
L

D
S
P

NTDB id 1410 SGL RS13950 WP 010873519.1 SKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGVD 86
NTDB id 1028 TT RS08215 WP 011173991.1 KEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQ..SGKLRPEALAQA.......VATQLGYP 391
NTDB id 1355 HI 0298 AAC21962.1 ................................................MTS..YALLHTQRVTAK.......NGEVFTIS 23
NTDB id 1366 NTHI RS01950 WP 011271972.1 ................................................MTS..YALLHTQRVTAQ.......NGEIFTIS 23
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ...........MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLE..LSIFHAQELTEQ.......LSHIFGLP 60
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ...........MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLS..SGFFQSHELTEH.......LSSVFGLS 60
NTDB id 1293 VP RS12240 WP 005479695.1 ...........MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLS..SGFFTSSELAEH.......LSSIFGLS 60
NTDB id 1110 NGFG RS09235 WP 003689817.1 ...........MSVGLLRILVQNQVVTVEQAEH.YYNESQAGKEVLPMLFS..DGVISPKSLAAL.......IARVFSYS 59
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ...MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIE..EVHLSPSLLAET.......ISAEFAEP 68
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ...MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLID..NFSISPLTIAEI.......ISLEFGEP 68
NTDB id 970753 WJM45 RS16760 WP 341326203.1 ...MVTDLIDLPIGGLPKCLVQAGLITEADMQLHMQAAKKAKLPLISYLVT..NKLVDSKSVTAK.......ASKEFGIP 68
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ...MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVK..NKILSAEQIALT.......AAQNFGVP 68
consensus * ** ** * * * ** * * * ****

logo

C
E
I
L
M
S
Q
Y

F
P
T
V
L
E
S
D
I
P
L
G
R
D
E
N
S

A
C
E
H
R
Q
V

A
D
F
I
L
Y
E
P
D
R
T
V
I
Y
P

G
H
R
S
D
A
N
P
Q
R
T
L
S

QQMAEFG
V
I
W
L
A
I
E
L
C
P

G
I
M
P
V
K
R
Q

G
L
R
T
D
Q
N

F
K
V
Q
L
F
I
L
Q
G
V

N
S
T
D
P
Q
L

L
Q
R
E
S
D
E
K

Q
T
L
M
C
L
I
K
Q
V
L
R
T

E
K
R
F
H
Y
A
D
G
K
F
H
N
R

C
F
M
V
I
A
F
M
V
LPHIVLHILNRVAFKHLSEKQRQTEREGDSNPGDHPQTSNI

K
L
N
S
V
T
R

V
L
I
V
F
W
L
Y

F
V
L
L
G
A
M
T
V
K
V
A
D
S
N
S
D
L
P
D
G
R
S
T
K
L
Q
N
F
M
Q
I
L
L
P
A
E
S
Q

Q
S
A
M
C
I
L
Q
E

K
Q
E
D
K
A
T
D
E

L
T
V
F
I
K
N
Q
V
A
R
L
R
S
F
H
N
I
A
A
L
S
T
R
K
G
R
VKGFLNI

Y
K
L
A
K
L
E
N
P
Q

I
L
T
V
A
D
H
R
E
A
R
T
L
P
L
A
V
I
I
V
L
L
A
V
T
D
E

NTDB id 1410 SGL RS13950 WP 010873519.1 SVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGF..ELRRLVVT 164
NTDB id 1028 TT RS08215 WP 011173991.1 YVDPEEDPPDP.....GAPLLLPEDLCRRYGVFPHRLE...GNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVAT 463
NTDB id 1355 HI 0298 AAC21962.1 ........PDL.....WERNQQQQSLLLRYFALPLKEE...NNRLWLGVDSLSNLSACETIAFITG.....KPVEPILLE 82
NTDB id 1366 NTHI RS01950 WP 011271972.1 ........PDL.....WERNQQQQSLLLRYFALPLKEE...NNRLWLGVDSLSNLSACETIAFITG.....KPVEPILLE 82
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ETDLSRYDYAN.....LCQQLGLRELITRYDALPIAKQ...GNLLLLAVSDPTLLQAEEEFRFATG.....LQVELALAD 127
NTDB id 1401 DSB67 RS12665 WP 010643259.1 CTSLNQYEYAS.....LCQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDFRFATG.....LQVELVLAD 127
NTDB id 1293 VP RS12240 WP 005479695.1 QPELSQYEYAS.....LCQQLGLRELITRHNALPLHRT...PSTLLLAVADPTNQQAEDDFRFATG.....LQVELVLAD 127
NTDB id 1110 NGFG RS09235 WP 003689817.1 ILDLRHYPRHR.....VLMGVLTEEQMVEFHCVPVFRR...GDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELVIVE 126
NTDB id 1058 ABD1 RS01615 WP 001274986.1 YFDLDVYDTSQ.....IPKDLVDQKLILKHRILPLIQR...GQILYVATSNPSNIEAIDAIRFNSK.....LLVEPVIVE 135
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LLDLGVFDPAL.....FLKDKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPIIVE 135
NTDB id 970753 WJM45 RS16760 WP 341326203.1 QLDLDALDIRS.....LPINLVSEKLIRKHHALPLLKR...GNRLFLAVSDPGNFQAQDEIKFHTR.....LNIDTILVE 135
NTDB id 1251 GCO85 RS07725 WP 011946523.1 MLDINCIDVGT.....IPVNLVNEKLIKRHAMVPLFSR...GTNLYLATDDPSKQASLKEIQFHTG.....LNTHAIVVE 135
consensus ** * * * ** ** *!* * ***** ***** * ***** ** * ** ****



logo

D
Q
T
E
F
S
H

A
H
S
R
D
D
A
E
Q
K

F
I
L
A
N
Q
E
K
T
S

G
Q
R
T
E
A
K

V
A
L
I
L
G
S
D
Q
E
R

E
N
T
W
Q
R

F
S
V
Y
H
L
G
F
L
T
Y
E
S
T
V
A
P
G

H
I
K
N
A
E
R

K
R
A
E
Q
S

D
I
S
L
M
T
E

E
G
H
L
T
Q
S

G
H
L
S
T
W
F
Q
V

A
D
G
L
M
N
E
I
L
T
A
E
K

A
N
Q
S
E
G
Q

E
G
Y
L
D
G
V
K
R
E
D
L
E
F
I

G
L
Q
S
D
N

E
S
T
D
Q
A
G
R
D
E
A
D
E
F
LEADKLNDLTDIVGG

N
S

I
L
A
E
D
V

K
M
I
V

S
T
E
N

F
V
L
E
K
A
G
Q
D

EEI
K
P
D
G
V

E
H
P
S
D
G
K

A
D
H
Q
F
T
E

E
S
T
A
Y
D
D
H
S
V
E
Q

L
E
H
I
T
D

I
L
N
D
E
Q

A
S
V
Y
N
D
E

L
P
E
T
I

S
A
H
D
E

N
P
S
T
A
F
D

K
N
P
S
E
L

L
V
D
E
Q
S

G
K
L
T
V
A
E
Q

E
N
D
Q
E
D
G
E
S
A
A
P
A
I
V
P
Q
I
S
V

N
K
R
L
Y
F
L
V
I
H
K
NKQTLVI IFLARSEILEKSDSA

NTDB id 1410 SGL RS13950 WP 010873519.1 QDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKA 244
NTDB id 1028 TT RS08215 WP 011173991.1 EAAITKLIERFYGKAELSEI........................AKEFA.KKQAEEEVPSPLELDESAAQKFVKQVIREA 518
NTDB id 1355 HI 0298 AAC21962.1 SSQLKELLQQLTPNQMQVEE............................Q.VKFYQHQETHFEQEDDEPVIRLLNQIFESA 133
NTDB id 1366 NTHI RS01950 WP 011271972.1 SSQLKELLQQLTPHQMQVEE............................Q.VKFYQHQETHFEQEDDEPVIRLLNQIFESA 133
NTDB id 1168 A1552VC RS11070 WP 000957200.1 HRALQAAIRRLYGRSIQGAANQGKEISQDELA..........NLV...K.VSDDELQSIEDLSQDDSPVSRFINQVLLDA 193
NTDB id 1401 DSB67 RS12665 WP 010643259.1 FRELTAAIRRLYGRSLGQEKSGLKEINQDELA..........GLV...D.IGEDEIENIEDLSQDESPVSRYINQILLDA 193
NTDB id 1293 VP RS12240 WP 005479695.1 FRELSTAIRRLYGRSLSHEKSGLKEINQEELA..........SLV...D.VGADEIDNIEDLSQDESPVSRYINQILLDA 193
NTDB id 1110 NGFG RS09235 WP 003689817.1 DDQLAGLLDWVGSRSTSLL.QELG.EGQ....................E.EEESHTLYIDNEEAEDGPVPRFIHKTLSDA 183
NTDB id 1058 ABD1 RS01615 WP 001274986.1 HHKLEKVLGQHFAEESSFD......FNDEEFD...........LDVNLD.GPTAQEDEEEAPQGDEAPIVKYINKLLIDA 197
NTDB id 1018 ACIAD RS01685 WP 004920473.1 HDKLERLLSEHFVEETHFN......FDTEELD...........LDVEVD.PHTTDDDDEDDKLKDEAPIVKYINKLLIDA 197
NTDB id 970753 WJM45 RS16760 WP 341326203.1 EDKLSKAIETSLEAADTTMT...D.LLDADLE..........NLEIT.G.GDHESTEDEAASDVDDAPIVRFVNKILLDS 199
NTDB id 1251 GCO85 RS07725 WP 011946523.1 TDKLSALIDNLLTAKESQGLSEYV.EDSGDLE..........GLEIS.A.DDEDQDIDTATSVTDDAPIVKFVNKILLDA 202
consensus * ** ** * ** * * ** ******* *****

logo

F
V
I
L

K
L
Q
R
E
S
M
Q
K
D
S
N
G
T
V
ASDLIHI

V
L
FEFTPQRLYQAEEHRDNKDENTMQSALVFYQR I

VRYLFRAKQCIVDGAMQIVLHNVYIQRLQPEAYQTIVFSVPQADNSLTQP I
L
P
A
S
P
A
I
N
P
R
L
S
K

A
G
K
N
S
I
Q
H

A
V
F
I
L
L
R
T
S
A
P
S
T
G
R
N

Q
A
R
V
I
L
T
V
S
A
I

A
S
V
R
F
V
L
IKLIVLMGASDGNRQKMLNDIASENKRRSIVLPQDGGKRMVFIRQKRYFMLAITRKEFIMYTLQNTSRFQKQGANGDS IDKRTDKPTIALVIDLMFRLV

NTDB id 1410 SGL RS13950 WP 010873519.1 LQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIY..QGRKVDFRV 322
NTDB id 1028 TT RS08215 WP 011173991.1 FLQDASDIHIEPRQNDVQVRLRIDGALRPYST.LPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYRE..GAIDVDLRL 595
NTDB id 1355 HI 0298 AAC21962.1 LQKNASDIHLETLADQFQVRFRIDGVLQPQPL.ISKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTF.SDILDFRL 211
NTDB id 1366 NTHI RS01950 WP 011271972.1 LQKNASDIHLETLADQFQVRFRIDGVLQPQPL.ISKIFANRIISRLKLLAKLDISENRLPQDGRFQFKTTF.SDILDFRL 211
NTDB id 1168 A1552VC RS11070 WP 000957200.1 VRKGASDIHFEPYENQYRIRLRCDGILVETQQ.PASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAIDMRV 271
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VRKGASDIHFEPYENMYRVRLRCDGILIEIQQ.PPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRV 271
NTDB id 1293 VP RS12240 WP 005479695.1 VRKGASDIHFEPYEKMYRVRLRCDGILIETQQ.PPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAIDMRV 271
NTDB id 1110 NGFG RS09235 WP 003689817.1 LRSGASDIHFEFYEHNARIRFRVDGQLREVVQ.PPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVDFRV 262
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IRMGASDLHFEPYEKSYRVRYRVDGVLRQIAN.PPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAIDFRV 275
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IRMSASDLHFEPYEKSYRVRYRVDGVLRLIAT.PPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTIDFRV 275
NTDB id 970753 WJM45 RS16760 WP 341326203.1 IKKGVSDIHLEPYEKSFRIRFRADGMLYEVAS.PPPNIAGRIISRIKVMAKMDIAERRVPQDGRIKMALSK.NRAIDFRV 277
NTDB id 1251 GCO85 RS07725 WP 011946523.1 IRQGASDIHFEPYEREYRIRYRQDGILHEVAT.PPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAIDFRV 280
consensus ** **!!*!*!*** ***!*! !!*! ** * ** ***!******! !*!*!!!!******* *!*!*

logo

N
S
S
T
C
LPSTRSVHLAYWFGEKALVICVMLRVALIQLKNQDKNPSDGTAKSPASDTVAAIKNEMQS IPLENSDGLFIANSEDDFQEAKL IGTMFYASTNEDEPDFGISVENQTVQFLRQKEKTAQNTARLLVYFKRMQLDKNRELSVAAILADHKQNRSQKRPYQGI

L
M
F
M
L
V
I L IMVTGPTGSGKSTFTIVTSTLFYSTCIVAGLAKRSQNELRWI IRLANKSTI

S
V
E
P
H
Q
S
D
E
A
R
S
I
K
V

H
N
T
I
A
N
Q
M
STI

A
NTDB id 1410 SGL RS13950 WP 010873519.1 NTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTA 402
NTDB id 1028 TT RS08215 WP 011173991.1 STLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQTI 675
NTDB id 1355 HI 0298 AAC21962.1 STLPTHWGEKIVLRAQQNKPVELSFSELGMTENQQQAFQRVLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTA 291
NTDB id 1366 NTHI RS01950 WP 011271972.1 STLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQQAFQRSLSQPQGLILVTGPTGSGKSISLYTALQWLNTPDKHIMTA 291
NTDB id 1168 A1552VC RS11070 WP 000957200.1 STLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINISTA 351
NTDB id 1401 DSB67 RS12665 WP 010643259.1 STLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINISTA 351
NTDB id 1293 VP RS12240 WP 005479695.1 STLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINISTA 351
NTDB id 1110 NGFG RS09235 WP 003689817.1 STLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNIATA 342
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNISTA 355
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANISTA 355
NTDB id 970753 WJM45 RS16760 WP 341326203.1 NSCPTLFGEKVVLRILDPTSAQIGIEKLGFEPIQQQRFLEAINRPYGMVLVTGPTGSGKTVTLYTGLNLLNSVERNISTA 357
NTDB id 1251 GCO85 RS07725 WP 011946523.1 STCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNISTA 360
consensus ***!***!!!***!*** * * ** !** * *** ***** *!*!**!*!!!!!!!!*******!***** * ***!*



logo EDPAIVEYIAKTYENI
V
L
D
E
S
PGVITINQTSVNQMIVI

Q
N
D
R
P
E
Q
K
K
Q
V
A
IGMFLDGTFNSANGAER I

L
ALKRTASFMLRQDPDVIVI LML

VGETIRDKSELDESTADMRKETIATLVI ERKASALQTGHMLVFIMLATSTLHTNNDSAI
P
A
A
G
Q
S
E
A
T
V
I
L
A
N
I
S
TRMLALDQRSV

NTDB id 1410 SGL RS13950 WP 010873519.1 EDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLD 482
NTDB id 1028 TT RS08215 WP 011173991.1 EDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRLD 755
NTDB id 1355 HI 0298 AAC21962.1 EDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQDPDIIMLGEIRDEESAMIALRAAQTGHLVLSTLHTNDAISAISRLQ 371
NTDB id 1366 NTHI RS01950 WP 011271972.1 EDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDPDIIMLGEIRDEESARIALRAAQTGHLVLSTLHTNDAISAISRLQ 371
NTDB id 1168 A1552VC RS11070 WP 000957200.1 EDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVIRLA 431
NTDB id 1401 DSB67 RS12665 WP 010643259.1 EDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVIRLS 431
NTDB id 1293 VP RS12240 WP 005479695.1 EDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETIIRLS 431
NTDB id 1110 NGFG RS09235 WP 003689817.1 EDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLSRML 422
NTDB id 1058 ABD1 RS01615 WP 001274986.1 EDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLTRLR 435
NTDB id 1018 ACIAD RS01685 WP 004920473.1 EDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLTRLR 435
NTDB id 970753 WJM45 RS16760 WP 341326203.1 EDPVEITVPGINQVNMNPKAGLTFAGALRAFLRQDPDIIMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNDAPQTLNRLV 437
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLNRLV 440
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NTDB id 1355 HI 0298 AAC21962.1 QLGIQQYEIKNSLLLVIAQRLVRKLCSKCGGN.........................................LANSCDC 410
NTDB id 1366 NTHI RS01950 WP 011271972.1 QLGIQQHEIENSLLLVIAQRLVRKICPKCGGN.........................................LINSCDC 410
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NMGVEPFNLASSLSLIIAQRLARRLCKHCKI.AVRPSALLQSQFAFQPNE....ILYE.............ANAAGCNEC 493
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NMGVESFNLASSLSLIIAQRLARKLCPYCRQ.PQEPNSQLQH.IGIANTE....QIFQ.............ANPDGCNEC 492
NTDB id 1293 VP RS12240 WP 005479695.1 NMGVESFNLASSLSLIIAQRLARKLCPYCKQ.PQEHTVQLQH.LGIQTTD....NIFR.............ANPDGCNEC 492
NTDB id 1110 NGFG RS09235 WP 003689817.1 NMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK.DWKL.............YRAVGCDRC 488
NTDB id 1058 ABD1 RS01615 WP 001274986.1 NMGVPSFNIATSVNLVIAQRLARRLCSQCKI.PADIPKQSLLEMGFTEQDLAHPDFRV.............FQPVGCLEC 501
NTDB id 1018 ACIAD RS01685 WP 004920473.1 NMGVASFNIATSVNLVIAQRLARRLCSQCKR.PIQVPERSLLEMGFTPEDLAQPEFQI.............FEPVGCHDC 501
NTDB id 970753 WJM45 RS16760 WP 341326203.1 QMGVPPFNIVSAVHLIMAQRLARRLCEYCKV.KSDLPDSVLISAGFKEEHVGKLKIFT.............ANPNGCEHC 503
NTDB id 1251 GCO85 RS07725 WP 011946523.1 NMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLVNLKLYK...............AVGCEQC 505
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