
logo MKPQASLQLKRLSQHLALTPQLQQS IKRLLQLSTI
VELMQQE I

VEQRAYLLTENPLMLEREDNDENWGLDGETSAFAR IGADGSVNALQQFSSSATPLPTDE
NTDB id 970727 WIF35 RS11565 WP 412478366.1 MKPALQLKLSQHLALTPQLQQSIKLLQLSTVEMQQEIERYLLENPMLEREDDNGGESFA.GA......QQF........D 65
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!* !!!*!!!!!!!!!!!!!!!*!!!!!!*!*!!!*! ! !!!*!!!! * ! *!!****** ! *********

logo SPPRPTANAENEGARDEHRAEDSETAEERTAPSEYDENREGQSDEFIPDSSDPSYEGTVDEDRDSDRWSTLSDAGDTFATGRAKGPQRDSDEDEDDRSADAPHMDQI
L
H
R
A
EAENPVSTLQREFHLGMEWQLAGMPLTKQ

NTDB id 970727 WIF35 RS11565 WP 412478366.1 SPRTNENERERESEERTPSEDREQEIPSSPSEVDDDRWTSDAGTFTGAGRDEDDDSDAHDIHAANVSLREHLGWQLGMTQ 145
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAE.ASYENGSDF.DSDYGTERSDWSLD..DFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLK 156
consensus !!** ! ** **! * * * !* * !* !** ! * **!! ** ** ! ** !!*! !!**

logo LSTEPRDKRGSLVI
RFL I EASLDDDEGYLSTGTPSLDLE I

L
L
W
A
E
D
TLPAPELYE I

VELDEELEQAIALRHMI
LQNSFDPATGIGARNSALAQECLLTLQLKQARELDEESEPAE

NTDB id 970727 WIF35 RS11565 WP 412478366.1 LTERDRSLVRFLIEALDDDGYLSTPLLELWETLPPEYEIELEELEIALRHIQNFDPTGIGARNLQECLLLQLKAEEESEE 225
NTDB id 1425 RS RS02020 WP 011000369.1 LSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SPA 235
consensus !**!!* !! !!!! !!!*!!!* *! !* !!*! !*!!*!! !!!**! !!! !!!!! !!! !!! **!*

logo

K
R
D
PLALMTVIVDNKQHLELLAARDFYTKR I

LKKRALALGSCVDDAGELKRADAHQAEL IRTSLANPFRPGAHAGFYAGQRALEADRFYI
V
T
VPDVI

VVKRKLTAKAGGKWMTAQYI
LNPD

NTDB id 970727 WIF35 RS11565 WP 412478366.1 RDLAMVIVDKHLELLAARDFTKIKRLAGCDDAELRDAQALITSLNPRPGAGYAQLEARYITPDVIVKKLKGKWTAYINPD 305
NTDB id 1425 RS RS02020 WP 011000369.1 KPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPD 315
consensus **!!* !! !!!!!!!!!*!**!* *!!*!!* !* !! !! ! !!**** !! ** !!!*!*! * ! ! *!!!

logo

A
V
M
YPRLR INDRLMYAEQI LARKSQSRGRESGANAGNLQSQTKQLQEARWL IKNI

VQQRFDETIHLRVSTQAIVDERQKRQSFFETHGE I
VAMRPLVLRE IAD

NTDB id 970727 WIF35 RS11565 WP 412478366.1 AYPRLRINRLYAEILAKQRR..GNGNLSTQLQEARWLIKNVQQRFETIHRVTQAIVDRQRQFFEHGEVAMRPLVLREIAD 383
NTDB id 1425 RS RS02020 WP 011000369.1 VMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIAD 395
consensus !!!!!! *!! !! ! **! *!! !!!!!!!!!!*!!!!*!!*!!*!!!!*!!* !! !!!*!!!!!!!!!!!!

logo

I
TLGLHESTI

VSRVTSTNQKYMATPMRGI
TFELKYFFGSHVSTDETGGAACSASTAIRAL IKQL IVAGAEDGPKKNPLSDSQR I

L
A
SE I

LLGEQQGFIV
NTDB id 970727 WIF35 RS11565 WP 412478366.1 ILGLHESTVSRVTSQKYMATPRGIFELKYFFGSHVSTDTGGACSATAIRALIKQLIAAEDGKKPLSDSQLSEILGQQGIV 463
NTDB id 1425 RS RS02020 WP 011000369.1 TLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFV 475
consensus !!!!!!!*!!!!**!!!!!! ! !!!!!!!!!!!!!*!!!!*! !!!!!!!!!!**!!!*! !!!!! * !*!! !! !

logo VARRTVAKYREASLKNIPAPVNLRKSTL
NTDB id 970727 WIF35 RS11565 WP 412478366.1 VARRTVAKYRESLNIPPVNLRKTL 487
NTDB id 1425 RS RS02020 WP 011000369.1 VARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!! ! !!*!!!!!*!



X non conserved

X similar

X ≥ 50% conserved


