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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..................MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAV 62
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .........MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHV 71
NTDB id 970718 WIF35 RS08335 WP 412481101.1 MSLVRTERRPRGEMNRVLVVDDEADIRELIDLTLARMGLAAECVGSVGEALAALGEGAFQLCLTDMRLPDGEGLEIVRHI 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYI 69
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 KEKSPDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAV 142
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKV.EHDTTENALENKLLIGRSLPIQQL 150
NTDB id 970718 WIF35 RS08335 WP 412481101.1 TEHYPQTPVAVITAYGSAENAVAALKAGAFDYLAKPVGLDQLRALVKSALRLP....EGGQENDPL.QSLIGDSPSMQQV 155
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QQRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLR....NPEAEEAPVDNRLLGESPPMRAL 145
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VNCAGAIPEKSTDNEL IMESEFLFGYHRVKKGASFTGAADITEQSTEDKRDQGAFLAIFELQSA
NTDB id 1157 A1552VC RS03895 WP 001888250.1 YRTIDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEA 222
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RIAIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILS 230
NTDB id 970718 WIF35 RS08335 WP 412481101.1 RAMIEKLARSQAPIYISGESGSGKELAARLVHSRSSRSAGPFVPVNCGAIPENLMESEFFGYRKGAFTGADSDRDGFFQA 235
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RNQIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQA 225
consensus * !***!*!*!*****!!!!*!!!**!***! * !***!!***!!*!!!**!*!!! !!**!! !!!! ****!****

logo ADHNSGGSTLFLDE I
L
V
C
ADEMLDPMLDSALMQTVKLLRFAVIQTEGKAKRTFIVQRAPKVGGSDQSVKTQMEEIKVADPSVDFVRFVI LVI SCASTNHKQRNDPLADRWAEKLCLEVDGQRAEKQGKSRFREQDLFYFYR I

L
H
Y
NVMIDPELHIRMVLPP

NTDB id 1157 A1552VC RS03895 WP 001888250.1 ADGGTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPP 302
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AHGGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPP 310
NTDB id 970718 WIF35 RS08335 WP 412481101.1 ANGGTLFLDEVADLPLAMQVKLLRAIQEKRVRKVGSVTEEPVDVRIICATHRNLRECVDKGSFRQDLYYRLNVIELRMPP 315
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ASGGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPP 305
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 LRARGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSA 382
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LRERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANI 390
NTDB id 970718 WIF35 RS08335 WP 412481101.1 LRERLEDIAPLVEAILRRLGGEHH...PVLTSDAMRALEQYPFPGNVRELENILERALALCSGESVETDDLHLEPEECSA 392
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LRERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS 385
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..PINRALP.......LAHENKVSVHEIFP..LWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEK 451
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SNPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETE 470
NTDB id 970718 WIF35 RS08335 WP 412481101.1 A................DGDGEGRGSETLDDYLNRLERQAILEALQKTDGNRTAAARLLGVTFRSMRYRLERLGIE.... 452
NTDB id 1473 PAKAF RS24000 WP 003094694.1 Q................EGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID.... 445
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 EKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QEV. 473
NTDB id 970718 WIF35 RS08335 WP 412481101.1 .... 452
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .... 445
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