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NTDB id 1128 NGFG RS01490 WP 020997305.1 MFRRWFLPCWVVG.VAVSFALSVVPHWPF......WLAAFAVLAVLARRFAFAGLM..LCV....LAGAAYGVFRTEAA. 66
NTDB id 1199 PSJM300 12650 AFN78592.1 .MRAG.MLALAAGLLLLRFLPQLP........SFGWLLALAPVGLLLLPFRW...R....PLAFFLFGLVWACLNAQWAL 63
NTDB id 970710 WIF35 RS00540 WP 412479613.1 ................................................................................ 0
NTDB id 1426 RS RS05575 WP 011001070.1 .MRAL.LIGFVAGCMALQTRPALAPVWQPALLGLACLLAMA...LLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRL 75
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NTDB id 1128 NGFG RS01490 WP 020997305.1 ...LSSQWRAEAVSGVPLTVEVTDMPRSDGRRVQFAAKAVDS..G.GRTFDLLLSDYK....................RR 120
NTDB id 1199 PSJM300 12650 AFN78592.1 DDRLPVDLDGRT...FWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYG....................GP 119
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NTDB id 1426 RS RS05575 WP 011001070.1 SVVLAPAWEGKD...IRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIP 152
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NTDB id 1128 NGFG RS01490 WP 020997305.1 EWAVGSRWRITARVHPVVGELNLRGLNREAWALSNGVGGVGTVGADRVLLH.........GGSGWGIAVWRSRISRNWRQ 191
NTDB id 1199 PSJM300 12650 AFN78592.1 EIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLT 187
NTDB id 970710 WIF35 RS00540 WP 412479613.1 ................................................................................ 0
NTDB id 1426 RS RS05575 WP 011001070.1 DLQPGQRWQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLA 232
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NTDB id 1128 NGFG RS01490 WP 020997305.1 ADADGGLSDGIGLMRALSVGEQSALRPGLWQAFRPLGLTHLVSISGLHVTMVAVLFAWLAKRLLACS............P 259
NTDB id 1199 PSJM300 12650 AFN78592.1 VEAH.GR...AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGI..WPQ 254
NTDB id 970710 WIF35 RS00540 WP 412479613.1 ...............................MFNRTGTTHLMSISGLHVTMVAALFGGLIGALWRRVPA........LAI 41
NTDB id 1426 RS RS05575 WP 011001070.1 ALPEARY...APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPL 309
consensus ****** **** ********** *** *****!**!!**!!!*!**!*!*!*******!**** * *** ***

logo RMLPW
A
L
R
Q
PRAP

Q
R

A
W
G
V
A
A
C
I
L

G
V
A
L
A
G
A
C
F
G
M

L
AAGAFLAFGYCGAW

LLAGMFAEGSVPTVARQRASTCVLYLMVLLAAITVAFVAGLAVLAWASRLWASRDFGRGRHIRSLVAGPSAPVSWARLPSTVW
L
A
C
L
W

I
L
Q
WAALLVAAGLVVALMLFIVDPLWASVMLAGQSPVAGGTFWLS

NTDB id 1128 NGFG RS01490 WP 020997305.1 RLPARPRAWVLAAGCAGALFYALLAGFSVPTQRSVLMLAAF.AWAWRRGRLSAWATWWQALAAVLLFDPLAVLGVGTWLS 338
NTDB id 1199 PSJM300 12650 AFN78592.1 RLPWL..PWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLS 332
NTDB id 970710 WIF35 RS00540 WP 412479613.1 RLPAQ..QAAIAAAGLAALGYALLAGFAVPAQRTLYMLLVAGLASWSGRIVAPSRVLALALLVVLLIDPWAVLAAGFWLS 119
NTDB id 1426 RS RS05575 WP 011001070.1 RMPAQ..RAGAVAAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLS 387
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NTDB id 1128 NGFG RS01490 WP 020997305.1 FGLVAALIWACAGRLYEGKRQ...............TAVRGQWAASVLSLVLLGYLFASLPLVSPLVNAVSIPWFSWVLT 403
NTDB id 1199 PSJM300 12650 AFN78592.1 FVAVALLIWIFRGRLG...........VPSWWRA...LLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVV 398
NTDB id 970710 WIF35 RS00540 WP 412479613.1 FGAVAALLYVGSAQLG..........RPVGWRERLRGWGMVQWAATLASLPVLLLVFQQFSLVSPLANALAIPVVSFVVT 189
NTDB id 1426 RS RS05575 WP 011001070.1 FGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTT 467
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NTDB id 1128 NGFG RS01490 WP 020997305.1 PLALLGSVVPFAPLQQAGAFLAEYT....LRFLVWLA.DVSPEFAVAAAPLPLLVLAVCAALLLLLPRGLGLRPW...AV 475
NTDB id 1199 PSJM300 12650 AFN78592.1 PLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPL...RVLGT 475
NTDB id 970710 WIF35 RS00540 WP 412479613.1 PLALLGAMIP...WW.PILALAHELLVWLLRFLEWCA..VWPVWQAPAPPLWAALTAGLGVAVCLLPRGVPG...RLLGV 260
NTDB id 1426 RS RS05575 WP 011001070.1 PLALMGTALP.EPWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGA 546
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NTDB id 1128 NGFG RS01490 WP 020997305.1 LLLAGFVSYRPEAVPENEAAVTVWDAGQGLSVLVRTANRHLLFDTGTVA.....AAQTGIVPSLNAAGVRRLDKLVLSHH 550
NTDB id 1199 PSJM300 12650 AFN78592.1 LLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHA 554
NTDB id 970710 WIF35 RS00540 WP 412479613.1 FLLLPALFWPVAKPGEGEAWIDVLDVGQGLATVVRTREHTLIYDPGPLYSAESDAGQRVVVPYLRWLGVNRIDTLVVTHR 340
NTDB id 1426 RS RS05575 WP 011001070.1 VLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHE 626
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NTDB id 1128 NGFG RS01490 WP 020997305.1 DSDHDGGFQAVG.KIPNGGIYAGQPEFY...........EGARHCAEQRWQWDGVDFEFLRPSER.......KNIDDNGK 611
NTDB id 1199 PSJM300 12650 AFN78592.1 DSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP.........QATNGNQA 618
NTDB id 970710 WIF35 RS00540 WP 412479613.1 DTDHSGGTASVRAALPVGEILSSLPELG............GQLCQAGQDWRWDGVDFAVLHPLEVTAAVHEAKRAKTNHA 408
NTDB id 1426 RS RS05575 WP 011001070.1 DSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDR...AAVSSNAR 703
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NTDB id 1128 NGFG RS01490 WP 020997305.1 SCVLRVVAGGAALLVTGDLDTKGEESLVGKY.GGNLYSQVLVLGHHGSNTSSSGVFLNAVSPEYAVASSGYANAYKHPTE 690
NTDB id 1199 PSJM300 12650 AFN78592.1 SCVLMVEAAGERLLLTGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHP 696
NTDB id 970710 WIF35 RS00540 WP 412479613.1 SCVLKVSAGDHSMLLTSDIEAPDEAALLARE.GVKLRSDILLVPHHGSRTSSTEIFLDAVGANEAIVPVGYRNRFGHPKA 487
NTDB id 1426 RS RS05575 WP 011001070.1 SCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHP 783
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NTDB id 1128 NGFG RS01490 WP 020997305.1 AVQNRVRAHGIKLLRTDLSGALQFGLGRGGVKA..QRLRVYKFYWQKKPFE.............. 739
NTDB id 1199 PSJM300 12650 AFN78592.1 AVLKRLQNAGAELHDTAEHGALSLQLGAFGG...ARRMRDEPRFWREK................. 741
NTDB id 970710 WIF35 RS00540 WP 412479613.1 DVMERYAARGVRVWRTDRDGALQVRLAADTTPALRGWRSEHARYWHGR................. 535
NTDB id 1426 RS RS05575 WP 011001070.1 QVWQRYGARGIERLRTDATGAVVIETRGDA.LAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
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