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NTDB id 158 SP RS09595 WP 000282442.1 DGELRTRRFEK.NGQMNYVTEVLVTGFQLLESRAQRAMRENNA.GQ.................................. 117
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NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQSAPQQYSQPQYN.EPPMDFDDDIPF 177
NTDB id 498 SM12261 RS01980 WP 000282464.1 ...............DLADLVLEEEELPF 131
NTDB id 526 SMSK321 RS08825 WP 000282440.1 ...............DLADLVLEEEELPF 131
NTDB id 158 SP RS09595 WP 000282442.1 ...............DLADLVLEEEELPF 131
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NTDB id 227 SPD RS09110 WP 000282467.1 ...............DLADLVLEEEELPF 131
NTDB id 193 SPR RS08685 WP 000282467.1 ...............DLADLVLEEEELPF 131
NTDB id 583 DLJ51 RS09560 WP 002962590.1 ...............DLTDLVLEEEELPF 131
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NTDB id 970643 WN947 RS06105 WP 340701378.1 ............PCPPREPINISDDDLPF 130
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