
logo MKGAI IVTFL ILLI FTC I
V
L
IVVFHEFGHYFFFAKKRMSGI LVREFAIGMGPKI FQAHHTAGQKNDGTTVFYTIR I LPLGGYVRLMAGVWEGESDTTELI EKATGQSTPVAYS

NTDB id 97055 R8749 RS04330 WP 317698220.1 MKGIIVFLILFTILVVFHEFGHYFFAKKMGILVREFAIGMGPKIFQHHAQNGTTFTIRILPLGGYVRLAGVEES..ELEAGQTVY 83
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
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NTDB id 97055 R8749 RS04330 WP 317698220.1 VTLNDQGSIIQIDTRSD.QNIDGLPLTVRKSDLSSDLFIEGDVFDNEADDLVTKTFNVDHDAYIVENDGTEVRIAPKDVQYNSAV 167
NTDB id 291 STER RS01205 WP 011680685.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG......ETKTYEVDHDATIVEEDGTELRIAPKDVQYQNAS 164
NTDB id 323 STU RS10650 WP 011225396.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG......ETKTYEVDHDATIVEEDGTELRIAPKDVQYQNAS 164
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LKSTGDSAIVSAVIDNDKVDQKTVHTDYWKDES ILKKEEALDRKEDNTQK
NTDB id 97055 R8749 RS04330 WP 317698220.1 WWKKLITNFAGPFNNIILAIVAFSISAFMMGGVQDLNTNKITIYDRNMPAAKAGIKSGDSIVSVDDVQTHDYKEIKKELDKD... 249
NTDB id 291 STER RS01205 WP 011680685.1 IWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGG.AAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQK 248
NTDB id 323 STU RS10650 WP 011225396.1 IWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGG.AAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQK 248
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NTDB id 97055 R8749 RS04330 WP 317698220.1 .QKGRPVKVKVKRSSHYKTFIIKPKYSKTDGTGRYYIGISVWYRKSFQSQILYGFTETYANSVAILQTLGSFFTGGFSLDKIAGP 333
NTDB id 291 STER RS01205 WP 011680685.1 FSKGDSLSVTVKRSNGQEETI...SVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLI.TNFSLNKLGGP 329
NTDB id 323 STU RS10650 WP 011225396.1 FSKGDSLSVTVKRSNGQEETI...SVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLI.TNFSLNKLGGP 329
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NTDB id 97055 R8749 RS04330 WP 317698220.1 VGIYSISSQAANSGVGVLVALCASLSISLAIANLLPIPGLDGGKILLNLIEAIRRKPIKQEHEVVVTLIGAAFLLMLIIVVTVHD 418
NTDB id 291 STER RS01205 WP 011680685.1 VAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWND 414
NTDB id 323 STU RS10650 WP 011225396.1 VAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWND 414
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logo IMKRLAFF
NTDB id 97055 R8749 RS04330 WP 317698220.1 IMKLF. 423
NTDB id 291 STER RS01205 WP 011680685.1 IMRAFF 420
NTDB id 323 STU RS10650 WP 011225396.1 IMRAFF 420
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