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NTDB id 970498 SOZ35 RS13170 WP 010789256.1 MNWFYQHKKIILTAGAAVIFIVILLNFPGAKKQEPVQQITASPDTAGTQVQQQESKGDADGEKIIIDIKGAVKHPGVYEL 80
NTDB id 105 BSU 25590 NP 390437.1 MNWLNQHKKAIILAASAAVFTAIMIFLATGKNKEPVKQAV..PTETENTVVKQEANNDESNETIVIDIKGAVQHPGVYEM 78
consensus !!! !!!! !* !* ! *! !** * *! !!! ! **! ! !! ! ! !*!!!!!!! !!!!!!*
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LLQDGTVVYIPKSEKGEEPTATQVQSAQAGAGGNAGSVQNSDGAGGKEGALVNINTASTLEELQAGI S
NTDB id 970498 SOZ35 RS13170 WP 010789256.1 KTGDRVSQAIEKAGGINSEADEKQVNLAELLQDGTVVYIPSEGEEPTQSAAANASVQNGAGKEALVNINTASLEELQAIS 160
NTDB id 105 BSU 25590 NP 390437.1 RTGDRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQQGGGGSVQSDGGKGALVNINTATLEELQGIS 158
consensus *!!!!!!!!!!!!!! !!! !!!!!!*!!!!!!!!!! !!!* ** *!!! *!! !!!!!!!!*!!!!!*!!

logo GVGPSKAEAI IAYREENGKRFQATI
VEDITKNVSGIGEKSFEKIKSAS ITVK

NTDB id 970498 SOZ35 RS13170 WP 010789256.1 GVGPSKAEAIIAYREENGKFQAVEDITNVSGIGEKSFEKIKSAITVK 207
NTDB id 105 BSU 25590 NP 390437.1 GVGPSKAEAIIAYREENGRFQTIEDITKVSGIGEKSFEKIKSSITVK 205
consensus !!!!!!!!!!!!!!!!!!*!! *!!!! !!!!!!!!!!!!!! !!!!
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