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NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.D..READFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 112 BSU 36310 NP 391512.2 ..MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASG.E..IEADYVNCTLWRKTAENTALYCQKGSLVGVSG 75
NTDB id 970127 MHI53 RS24985 WP 061141436.1 ..MMNRVVLVGRLTKDPELRYTPNGVPVATFTLAVNRSFTNQSG.E..READFINCVVWRKPAENVANFLKKGSLAGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSG.E..READFINCVTWRRQAENVANFLKKGSLAGVDG 75
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LDESPKRNPTSGRTSESTGAEKGADGQSAFGRDGQSGDEGNQRYGNSEGGNWNSQYAGAPGASGQNRTFNSYFNYSGNNQSNGQNGGNQSDNQYDNQSDSNGNPSFYATGGSQPNNPQNFNQQNGQTQRGNRSARNAPNANQTAGRY

NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQGSGWNQAPAQTNY...NQGGYSDNYAQNNNFNGG.NATR 156
NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGD.......GASQNFNSNQSNGSQQSGFTSPQ..QTGNAPAA 146
NTDB id 112 BSU 36310 NP 391512.2 RIQTRSYENEEGVNVYVTEVLADTVRFMDPKPREKAAD.......................................... 113
NTDB id 970127 MHI53 RS24985 WP 061141436.1 RVQTRNYEGQDGKRVYVTEILAESVQFLEPRSSSAG...ERNEGGSYGGGQRSYGNNNNGNDNNSYGQNPNQNQRSNNNY 152
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGGYNEGNS.GGGQ.YFG...GGQNDNPFGGNQNN..QRRNQG 148
consensus ***!!******!*****!!************** * * * **** * ** ** *** *
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 624 LCA RS00040 WP 011373726.1 NNTQADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ........................ 113
NTDB id 970127 MHI53 RS24985 WP 061141436.1 TRVDDDPFANDGKTIDISDDDLPF 176
NTDB id 113 BSU 40900 NP 391970.1 NSFNDDPFANDGKPIDISDDDLPF 172
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