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NTDB id 970097 MHI53 RS15595 WP 340371697.1 MLTELSIRNFAIIDSLSVSFEKGLTVLTGETGAGKSIIIDAVHLLVGGRGSSEFIRHGESKAEIEGLFQIDDEKHPVFAK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLE.SGHPVLGV 79
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NTDB id 970097 MHI53 RS15595 WP 340371697.1 AEEFGLDMHDGMAILRRDISLSGKSVCRVNGKLVTIAILREIGRTLIDIHGQHEHQELMDERLHLPLLDQFGGEKIASAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
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NTDB id 970097 MHI53 RS15595 WP 340371697.1 TEYQKLYKQYESASKQLNDLSQNEQQMVHRLDLIQFQFDEIQKADLKLQEDEELMEERKKINNFEKIHEALQTSYNALNG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
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NTDB id 970097 MHI53 RS15595 WP 340371697.1 EQHAIDWLSVAMNNMEEAAGLDEGLQASSEIVSNSYFLLEEAVSNIRDQLDSLDYDTERVEFIEGRLNEINQLKRKYGRS 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
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NTDB id 970097 MHI53 RS15595 WP 340371697.1 IEEILEYGAGIEEEVEKLLNRETHIAKLEKEMKSIKADLIVEAKNLSELRQGFAQQLTKKIHQELKDLYMEKTIFEPHFH 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
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NTDB id 970097 MHI53 RS15595 WP 340371697.1 QTAYTFDEL......SDKGINQSGLDSMEFYISTNPGEPLKPLSKIASGGELSRIMLALKSIFSKHQGITSIIFDEVDTG 474
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
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NTDB id 970097 MHI53 RS15595 WP 340371697.1 VSGRVAQSIAEKIYKVATGSQVLCISHLPQVAAMADTHLFIAKNVRAGRTNTSVKPLIETEKIKEIGRMISGVEITDLTK 554
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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NTDB id 970097 MHI53 RS15595 WP 340371697.1 QHANELIQLAKRLKITS 571
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
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