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NTDB id 970089 MHI53 RS06470 WP 340373062.1 QEELLAQASEVLDASGNTFGMLNNADLKFPTIKDEEGTEVEITHGRYIRFLESEDRRVREEAFKGVYSKYGEFRNTFAST 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQT 232
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NTDB id 970089 MHI53 RS06470 WP 340373062.1 EVTYEEAKDYVLKGLAPLGEDYLNVLKEGFENRWVDVHENKGKRSGAYSSGTYGTNPYILMNWQNNVNNLFTLVHEFGHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHS 391
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NTDB id 970089 MHI53 RS06470 WP 340373062.1 KSGSSDYPIEVLKKAGVDMTKAEPVQEAMNVFEEKLNELEELLNQ..... 605
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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