
logo

MQQH
M
E
PDQLQEKI

L
E
I EEKGPYI

L
K
RGTYLVLNTYTVI FYHQNDESTENLNFYSTI

V
I
LKI

VKI
V
E
TETNSEADFIDEDEKRAE I

V
S
V
A
V
K
TGYFPTAQLQTEEESSTYTFYGKTFI EVNTHPSKFGLV

NTDB id 969985 NST93 RS02755 WP 405100962.1 ...MEDQQEIIEKGYIRGYLLYTIFQNESENFSIIKIKIEETNEDFDEREIVAKGYFTQLTEESSYTFYGTFENHSKFGV 77
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus *****!! * ! *!**! * !**!** ****!*!* !! ! *** * !!!* ! !! *!!!!! !*!!!*

logo QFYQRAVDEHSFYKQKTEYIPDTTKEGI
L IQSYLSSDLFEYAGI

VGI
KKTAEEKIVDKKLGDTNSAIKNKI LADDAPDSCVLHYDE I

VPGRLNSKKKTADEQTLAHGKASLEQERHQG
NTDB id 969985 NST93 RS02755 WP 405100962.1 QYRVDSYQTYIPDTKEGLISYLSSDLFYAVGIKTAEKIVDKLGTNAIKKILDDPDCLHEIPGLNKKTAEQLHKSLEEHQG 157
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !* *** !! !!!!*! !!!!!!! **! !!!! !! !!! !! !!! !* *!***! ! !! !* !* ! !!!

logo

F
LEHQIAMI SLANNQFYGQFLGLPKQLMASMQKRIYQAEYEKESEATI

L
E
S
K
R
I
L
H
Q
D
E
D
NPYQFLVFKDVEGFIGFGQKTADER I

L
A
G
R
S
R
S
M
NGI

LSGMNTHPENR I
V
G
KAAGCI ILFYTVLEQKTT

NTDB id 969985 NST93 RS02755 WP 405100962.1 FEHIAISLANYQLGLKMAQRIYQEYKEEAISRLHDDPYQFVFDVEGFGFQTADRIARSNGISMTHPNRIGAGCIFVLQK. 236
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !*! !!! ** !* * *!!! ! ! * **** !!! ! !!!! !! !! ** !*! !! !* !**** ! *

logo

C
S
I
L
Q
SEGHTVYI

L
E
P
I
T
D
EQCLAIGIDQTVQYQSLLGNLQSYAQMREGKDQRITEMA

D
A
I
A
V
D
N
A
R
I
L
E
I
A
QLGNESENKDKI

V
I
V I ELDGNRCIYFLPSLFYYAEDQGNFVAVAKHRLVDKHRIAMKSKQT

NTDB id 969985 NST93 RS02755 WP 405100962.1 SIQEGHVYLPIDQCAGQVYQLLGLYQMEKD.....AIVDRLEQLNSEKKVIILDGNIYLPSLYYAEDGFVAHLDRIMKKT 311
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus ** !!! !** *!* !! ! ***** * ! ! **! !! *! !!!*!!! ** *! !

logo

E
V
YENTEQFSPTELASEFLLMKLAI LTGE I

LEEEREMDVLVQSYAGKPESQFKENAI EQKASLHSSPR I
M
L
M
I
LLTGGPGTGKTTVIKRGIVEKALFYGSAE I

LHDGLVSLDI
P
D
S
A
DYDKKDK

NTDB id 969985 NST93 RS02755 WP 405100962.1 V.ETESTLAELMKITGEIEEEEVLSYGKEQFNAIEKSLHSRIMILTGGPGTGKTTVIKGIVKAFSAIHDLSLDIDDYDKK 390
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
consensus *! * ! * !!*!! * !** ! !! ! !*!****!!!!!!!!!!!!!*!!! * *! *!!!* ! !

logo

E
S
A
EFPFIVLATAPTGRAAKRLMSESTGLPAVTIHRLLGWDNGANDEGSFDTHRDTEDNNQP I

L
E
SGKRFLL I IVDEAFSML

VDIWLANHNLFKAIPDHNI
MQI

V

NTDB id 969985 NST93 RS02755 WP 405100962.1 SEFPFVLTAPTGRAAKRLSESTGLPAVTIHRLLGWDGNDSFDRDENNPLSGRFLIVDEFSMVDIWLANNLFKAIPDNMQV 470
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
consensus !! !! !!!!!!!!!*!!!!!!!!!!!!!!!!! ! * ! * ! *!* !* !!*!! !!*!!!!!!*!!!!!!!**!*

logo

I
L
I
LVGDEDQLPSVGPGQVLRSDLLASEQKVIPTVVQRLDTDE I

VYRQAKEGSKS I IVEQLAHEQI
MKNDGLS ILPTDNENLSLTAKNPATKDFRSF IARACGNEGRSQI

M
K
V
E
Q
L
V

NTDB id 969985 NST93 RS02755 WP 405100962.1 LLVGDEDQLPSVGPGQVLSDLLASEKIPVVQLDEVYRQKEGSKIIQLAHEIKNDSITDESLKNAKDFSFIAANERQMVQL 550
NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus **!!!!!!!!!!!!!!!! !!!!! !! ! ! **!!! !!! !* !!! *!! ** * !! !!! * !* *



logo

I
V
A
E
K
T
I
V
V
Y
A
K
N
RAI

L
D
KKGI

Y
E
TAKNDIQVLAP I

MYRGTEKAGINEKI
LNAVEMLQDE I

M
L
VNPKPKTDEKKRRELVKFVGMDEVSVYRTVGDKRI

V
I
LQLVNQPEDNGNI

VFNGD
NTDB id 969985 NST93 RS02755 WP 405100962.1 IATIYKRAIDKGIEANDIQVLAPIYRTEAGINKINAELQEMVNPKTDKKREVKVMEVSYRVGDRVIQLVNQPEDGIFNGD 630
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
consensus * * !* !! ! !!!!!!!*!! !!!! *! !!***!!* *!*!!*! *! !! !!***!!!!!!! *!!!!

logo IGE ITVAS I FFYAEKNENKTEKEKDEMQAIV I
V
A
SFDEGKNE I

M
T
V
F
Y
E
T
K
RKDFYNSNQFMTHAYCCI S IHKSQGSEFP IV I

VLPVI
V
K
S
A
GYYRMLRKRNLLYTAIT

NTDB id 969985 NST93 RS02755 WP 405100962.1 IGEIVAIFFENENKEKKEQIVIAFDEKEIVYERKDYSNFMHAYCISIHKSQGSEFPIVILPVISAYYRMLRKNLLYTAIT 710
NTDB id 355 BSU 27480 NP 390625.1 IGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAIT 720
consensus !!!! !!* !! !! * !* !! !* * *!!* *! !!!!*!!!!!!!!!!!!!*!!!* *!!!!!!*!!!!!!!!

logo RASKEKFSL I ILCGEEGENAFLELRWGVKNNTNVDATNTNVRQYTSTLKVNSQRLESNVQRLVENEMDAELEALQKEELPFHLSLVAHDLAEDNI
K
E
G
E
MEEGI STPFYDFMKEEQQ

NTDB id 969985 NST93 RS02755 WP 405100962.1 RSKESLIICGEGNAFLRGVNTVDTNNRYTTLVSQLENRLN.......A....EPHLLALEDKEEEEISPYDFM..... 772
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus ! ! !!*!!! ! !! ! ! !*! ! * *******!**** !* ** ! !*!*!!!*****

X non conserved

X similar

X ≥ 50% conserved


