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NTDB id 969876 MHI27 RS26435 WP 405175027.1 MKTKNKGQNTWSKLLRYCRKYVPVIVIALICAAAGTVLTLFGPDKLSEITDKITAGLAGSIDMDGITTIGITLVVIYGVG 80
NTDB id 370 SMU RS04260 WP 002263294.1 ..MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAG 78
consensus ** !! ! * *!** ! ** *!*!* * *!* !!!*! !*!! *! !!!! !!*! ! !**!! **! !
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NTDB id 969876 MHI27 RS26435 WP 405175027.1 ALLSLSQGLIMSIITQKVSKKLRTDLAHKMNKLPISYYNKSATGDILSRVTNDVDTIGQSMNQSIGNVVTALAMFVGSIV 160
NTDB id 370 SMU RS04260 WP 002263294.1 ALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIF 158
consensus !!*! * !*! * !! ! *!! *!*!*!!*!* !* * !! !!!!!!!!! * !! !!!* *! !* * *!!!
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NTDB id 969876 MHI27 RS26435 WP 405175027.1 MMLKTNVIMTLTAIVATIIGFGLMVVIMKKSQKYFASQQEYLGKINGHVEEVYTGHNVVKAYNGEAQMRTTFQELNQGLK 240
NTDB id 370 SMU RS04260 WP 002263294.1 MMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLF 238
consensus !!*!!! * !!!* !! ! !!! !!!* ! !! !* * !*!!!!!*!!!!! !!* ! * ! !! !

logo

A
NSAMF

WKASQFFLSGI
LMMPPLMGQF IGNFLGFYVAMVC IVGAGTVLMAI

MNGDTI STFMGTVIVAF IMMTYVR I
YFTQP I

L
A
SQIAQAGAIQTQSLQASANSAAGMGRV

NTDB id 969876 MHI27 RS26435 WP 405175027.1 NSAFKAQFLSGLMPPLMGFIGNLGFVAVCIVGGVLAMNGTISFGVIVAFIMYVRYFTQPLSQIAQAAQSLQAASAAGGRV 320
NTDB id 370 SMU RS04260 WP 002263294.1 ASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRV 318
consensus ! *! !! !!*!*!!! !!!! !*! !!!!!* *!*!! !* ! !!!!* !!! !!!!* !!!!* !! ! !! !!!
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NTDB id 969876 MHI27 RS26435 WP 405175027.1 FEFLEAEEMEDESHKENTLPTAKGKVKFDQVQFAYETSEKLIINNFSTDVKPGQKVAIVGPTGAGKTTLVNLLIRFNEVT 400
NTDB id 370 SMU RS04260 WP 002263294.1 FEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPD.KTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVD 397
consensus !!!!* !!*!!! !! !* ! ! !!*! !*! * *! !!* !! * !*!!!*!!!!!!!!!!!!*!!!!*!! !!
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NTDB id 969876 MHI27 RS26435 WP 405175027.1 GGEIYIDDTPISSLTRENIHDLFCMVLQDTWLFEGTIKENLIYNQQNITDEKLIEACKSVGLHRFIKSLSDGYNTVLNDK 480
NTDB id 370 SMU RS04260 WP 002263294.1 RGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDS 477
consensus ! ! !! *!* *!! *!! !*!!!!!!!!!!!!*!!!!!!!! *!!!! *! !*! !!*!*!!!*!* !! !!! !

logo VNTLSAVGQKQLQLTIARALMLKDAPLML I LDEATSSVDTRTEELL IQQRAMDHKLMEGRTSFVIAHRLSTIKRNADLVI LVLMKRDGDNI ILE
NTDB id 969876 MHI27 RS26435 WP 405175027.1 VNLSAGQKQQLTIARAMLKDAPMLILDEATSSVDTRTELLIQQAMDKLMEGRTSFVIAHRLSTIKNADVILVLKDGDILE 560
NTDB id 370 SMU RS04260 WP 002263294.1 VTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIE 557
consensus ! !! !!!! !!!!!!*!!!!!*!!!!!!!!!!!!!!! !!! !!!*!!!!!!!!!!!!!!!!!*!!!*!!!**!! !*!
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NTDB id 969876 MHI27 RS26435 WP 405175027.1 SGSHEELLAQNGFYAELYNSQFEQAS. 586
NTDB id 370 SMU RS04260 WP 002263294.1 QGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!* !*! !!!!!*!!!!!! *
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