
logo MIKKLSLVSLMFCTLLPASFYYFYAQTTVFYAYLVKDADGKP I
VENRAEVAVDLKREGANDNDNDVKTADKIGYFQFVDLKQPGHYQI

MVI
VTKQPNYETKVLMEF

NTDB id 96987 ATE47 RS15860 WP 062162869.1 MIKKLSLVSLFTLLPASFYFAQTTVFAYLKDADGKPVERAEVDLKGNDNDVTADKIGYFQFVDLQPGHYQIVITKPNYETKVMEF 85
NTDB id 1324 RA0C RS04915 WP 004918216.1 MIKKLSLVSMFCLLPASYYYAQTTVYAYVKDADGKPIENAVADLREANDDVKADKIGYFQFVDLKPGHYQMVVTQPNYETKVLEF 85
consensus !!!!!!!!!*!*!!!!!*!*!!!!!*!!*!!!!!!!*! ! !!* !! !!!!!!!!!!!! !!!!!*!*! !!!!!!!*!!
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NTDB id 96987 ATE47 RS15860 WP 062162869.1 DVA.NEKRKDLGIVTLYSTLTSADQGLAIIDNDGDDEDSNSGQASTVGLLQSSQDIFSRIAAFDLGFYWFRPRGIDGRFGETMLN 169
NTDB id 1324 RA0C RS04915 WP 004918216.1 DVFENEKRKDLGIITLFSNLKNSELGVVLLDDNSSMDE..SSSQATLGLLQSSRDVFSNIAAFDLGFYWFRPRGIDGRRSEVMMN 168
consensus !! *!!!!!!!!!*!!*! ! * !* **! ****! !*!!!!!! !*!! !!!!!!!!!!!!!!!!!!! ! !*!

logo GI
VSMEIKNASDNGNVDFYGNWGGLNE ITRYPE IASQVNHASPSEYAFGGNVGSSVVYKNMTKASEYRKGFQFTQSLTNRNYRNRTSLRYSSGMNSK

NTDB id 96987 ATE47 RS15860 WP 062162869.1 GVSMIKSDNGNVDFGNWGGLNEITRYPEISQNHAPSEYAFGGNSSVVYKNTKASEYRKGFQFTQSLTNRNYRNRTSLRYSSGMSK 254
NTDB id 1324 RA0C RS04915 WP 004918216.1 GISMENADNGNVDYGNWGGLNEITRYPEIAVNHSPSEYAFGGVGSVVYKNMKASEYRKGFQFTQSLTNRNYRNRTSLRYSSGMNK 253
consensus !*!! !!!!!!*!!!!!!!!!!!!!!! !! !!!!!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !
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NTDB id 96987 ATE47 RS15860 WP 062162869.1 SGWAFTAMGARRWAEEGIQEGTFYDAYGAYLGIEKKFSDKHTMTFNFIGAPYRRSTSSPSTQEVYDYRGVHYNSYWGYQDGEQRS 339
NTDB id 1324 RA0C RS04915 WP 004918216.1 KGWAFTVMGARRWAQEGIQEGTFYDAYGAYLGIEKKVSDKHTLTLNLIGSPYRRSTASPNTQEVIDYNGVHYNAFWGWQDGEKRS 338
consensus !!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!! !!!!!*! ! !! !!!!!! !! !!!! !! !!!!! *!!*!!!! !!
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NTDB id 96987 ATE47 RS15860 WP 062162869.1 ERVRKGFQPIFQIQDFWKINKNSSLWTSVSYQFGKDKGSRLDWQNVQNPSPTYYRNLPSYYDSLDPNASVVNPDGTMTTAQDAFQ 424
NTDB id 1324 RA0C RS04915 WP 004918216.1 ERVRKGFQPILQLTDYWKISSRSQLWATVSYQFGKDKASRLDWYNAQNPSPLYYRNLPSYFAGLANPSDS.........DIAQLE 414
consensus !!!!!!!!!! !* !*!!! ! !! *!!!!!!!!!*!!!!! ! !!!!! !!!!!!!!* ! ** *********
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NTDB id 96987 ATE47 RS15860 WP 062162869.1 TSLRGWQNGDPNITQINWDRLYQRNMQQAPQNYYGQNGKRALYYLVNDVSDDKIWNVATHFIHNFNDTTKFLLNVSYQNYRSEQY 509
NTDB id 1324 RA0C RS04915 WP 004918216.1 ITKNRWESNDQNYTQINWDRLYLANR..........NREQAVYFLVNDVNDDKVWNVGTHFVHNFSDKTQLFINASYRNYLSNQY 489
consensus * ! !*! !!!!!!!!! ! **********! !*!*!!!!! !!!*!!!*!!!*!!! ! ! *! !! !! ! !!
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NTDB id 96987 ATE47 RS15860 WP 062162869.1 REVNDLLGADFVLNRDPFAATNQPGKTGLYNEGEENVTKKVGDKMTYDYIFRRQEVKVNPGLKFSSGKFDVFVSGMFGYSSSNRE 594
NTDB id 1324 RA0C RS04915 WP 004918216.1 REIKDLLGAQYALNGDPFASTNQPKLSGLFNEGEENTHKKVGDKIGYDYTFRRQETKINPALKFNTGNFDIFVSALAAYITNNRE 574
consensus !!* !!!!! * !! !!!! !!!! *!!*!!!!!! *!!!!!!* !!! !!!!! !*!!*!!! *! !!*!!!** *! * !!!



logo GHLFNHYLYKDASLYGKGSETDNQYDNYWNFYGI
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NTDB id 96987 ATE47 RS15860 WP 062162869.1 GLFNHYLYKDSYGKGTDYNYWNYGIKGQAIYKVNGRNFIVYNGAYYSQAPYLEDLFVNPRVNGSVAPNVKNMVVNANDLSYVMST 679
NTDB id 1324 RA0C RS04915 WP 004918216.1 GHFNHYLYKDALGKSENQDYWNFGLKGQVIYKLDGRNFLVYNSAYYSQAPYLNNLFINARVNSAIAPNIKNTIVSANDISYMVSS 659
consensus !*!!!!!!!! !! !!!*!*!!! !!!* !!!!*!!! !!!!!!!!! !!*!*!!! *!!!*!! *! !!!*!!**!*
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NTDB id 96987 ATE47 RS15860 WP 062162869.1 PFLKLRLTGYLVDTDNETTVQRFFADGLALKSVDADGNQTNVQSAFVSQIMTDVKKRNMGLELGVDVKIIPTLSLQGLASIGQYT 764
NTDB id 1324 RA0C RS04915 WP 004918216.1 PFVKVRATAFLINTQNDTNVQRFFADGIKLDGVDSEGNTTSARSAFVTQVMSNVNRRNMGAELGVEVKVTPTITVNGVANYGKYI 744
consensus !!*!*! !**!* ! !*! !!!!!!!!* ! !! *!! ! !!!!*!*!* ! *!!!! !!!!*!!* !!****!*! ! !

logo YQTNDNPETTVYFASDATVGMVFGPNEGKLLPYTSLYGKTASYIKDNFYRQGGTPQEQAFYSLGFVKRYNSNSPKYWWVGANWNYFLDGDNNSFYLDPASPSL IRSTDEFGF IVNQNDP
NTDB id 96987 ATE47 RS15860 WP 062162869.1 YQNDPTTYFASDATGVFGNGLPYTSLGKAYIKDYRQGGTPQQAFSLGFRYNNPKYWWVGANWNYFDDSYLDPASLIRTEGFIQND 849
NTDB id 1324 RA0C RS04915 WP 004918216.1 YTNNPEVYFASDAVGMFPNEKLYTSYGTSYIKNFRQGGTPQEAYSLGVKYSSPKYWWVGANWNYLGNNFLDPSPLIRSDFFVNNP 829
consensus ! ! ! !!!!!! !*!*! *!!! ! !!! *!!!!!!! !*!!! *! !!!!!!!!!!!! *!!! *!!!** !**!*
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NTDB id 96987 ATE47 RS15860 WP 062162869.1 LTSSPFYGLTESDLRRVLEPNKLPSSFFLNANAGKSWVIGKYYVLISATVNNILDNRKYITGGFEQTRNAKFDTFSEDLNREYPL 934
NTDB id 1324 RA0C RS04915 WP 004918216.1 VTGTPYAGISEEEYKRVTAQVKLPVAYFFNINAGKSWMLGKYYVLISATVNNVLDNTKYATGGFEQTRNVNFADFRRDYDREYPN 914
consensus *! *!* !**! * *!! * !!! *! ! !!!!!!**!!!!!!!!!!!!!*!!! !! !!!!!!!!! ! ! ! !!!!

logo FAGPKRYFWFYTQGRNSYF INLQFVRF
NTDB id 96987 ATE47 RS15860 WP 062162869.1 FGPKYWYTQGRSYFINLQFRF 955
NTDB id 1324 RA0C RS04915 WP 004918216.1 FAPRYFFTQGRNYFINLQVRF 935
consensus !*!*!**!!!! !!!!!! !!
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