
logo ML
INRVVLVGRLTRKDVPDELRYTSPSNGI

AASVAGTRTFSTLMVAVNRQTFSTNAQNQSGDEREADF I SNCVAITWRRKSQAENFLVANFLMTRKKGSLAIVGVEDGR I
LQTGR

NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 969752 MHB44 RS23180 WP 341301075.1 MINRVVLVGRLTKDPELRYTPNGIASTRFTVAVNRTFSNQQGEREADFISCVAWRKQAENLANFMRKGSLIGVEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
consensus !*!!!!!!!!!!*!**!!!!**!*!***!**!!!!*!*!**!*!!!!!!*!! !!**!!!*!!!**!!!!*!!*!!*!!*

logo

S
NYEGNQDQGKQRVFYTVTDEVQVVAEDNSFVSQLFLESPKRNSTTGTGEGAQSGPRAQSGDGASGPQGNQFYGNAESNGNQTSGNYGGNSNQQPQSPYFYGGGQNPDQNQPQFGGANMQNPGNQGRARNYGGDGTFYQTQS

NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQS........................GFTS 136
NTDB id 969752 MHB44 RS23180 WP 341301075.1 SYEGQDGKRVYTTDVVADSVQFLEPRSGGGAPA.....PQYGAGQTYGNNQPPYGGGQPQQQFGGAMPGQGAYGGDTYQQ 155
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGG..QYFGGGQNDNPFGGNQNNQRRN....... 146
consensus *!!*!*!*!!**!*!*******!!****** *** *** ! ** ***** * *** * *

logo

N
PQPQPTGMNAQPANQAGYTNNRSFTVDNQADEDPFANDNSKGGKQAP I EDVI SEDDDLPF

NTDB id 624 LCA RS00040 WP 011373726.1 PQQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 969752 MHB44 RS23180 WP 341301075.1 NQPPMNQPNYTRVDEDPFANSKGPIEVSEDDLPF 189
NTDB id 113 BSU 40900 NP 391970.1 ........QGNSFNDDPFANDGKPIDISDDDLPF 172
consensus * * **** **!!!!! * *!**!*!!!!!
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