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NTDB id 969739 MHB44 RS15230 WP 341299867.1 MTDQFDLFEL.NKFFILGRPIVSIFHNAQNMYSIVRVKIQETNLQYEDKEIIVVGYFPPLQMDEQYRFTGNLKQHPKYGV 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 969739 MHB44 RS15230 WP 341299867.1 QFQIETFAKEVPATEQGIIHYLSSDLFVGIGKKTAETIVDKLGANALRLILEDAGALDIVPRLSADKKEIIRSTIEQNLG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
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NTDB id 969739 MHB44 RS15230 WP 341299867.1 LERVMIQLNEWGFGPQLGMKIYQTYRTEAIELLMANPYRLIEDIEGIGFFRADELGAKLGITGNHPDRVKAAILHILNTA 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 969739 MHB44 RS15230 WP 341299867.1 ALSDGHVYLDAEHVLPLVKDMLEQSQQQEIP..FEAISQACIELREESKICGEETRLYLPSLYFSEIGIASKIVTLIERN 317
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 969739 MHB44 RS15230 WP 341299867.1 REAEHFSKDEIRKAIGETEERLHVTYAETQANAIEQALNSAVMILTGGPGTGKTTVVRGIVEVYAQLHGLSLNPKEYAQK 397
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK. 399
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NTDB id 969739 MHB44 RS15230 WP 341299867.1 EQPFPIILCAPTGRAAKRLAESTELPAMTIHRLLGFTGQEKEEET.EREVTGKLIIVDEMSMVDTWLAHQLLKSLHEDVQ 476
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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NTDB id 969739 MHB44 RS15230 WP 341299867.1 VVFVGDQDQLPPVGPGQVLKDLLASKQLPTVELTDVYRQAEGSTIIELAHQIKKGTIPNNLTMKTTDRSFIKASADQVAN 556
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
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NTDB id 969739 MHB44 RS15230 WP 341299867.1 VVTQVVKSAVAKGQEIRNIQVLAPMYKGPAGIDNLNKMIQELINPNDTGTRKELVFGDTTYRIKDKVLQLVNQPESNVFN 636
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
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NTDB id 969739 MHB44 RS15230 WP 341299867.1 GDMGEVVSIIKAKETIEKQDLLVVSFDGIEVTYQRGDLNQLTLAYCCSIHKSQGSEFQTVIMPVVRGYSKMLRRNLLYTG 716
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
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logo ITRAKKNFL I LCGEAEDEAVLAEDWGLVKQNRNTDADLTQVRFQTSLKRANRLNSPVMQEVEVAEEMDLAVELVEAVSVADGDRQEASLQSKTDELYKPFLTVETAPSTVHIDHAPLN
NTDB id 969739 MHB44 RS15230 WP 341299867.1 ITRAKNFLILCGEADVLADGLQRTDDLQRFTSLRARLNPMEVAEELVEVEAVSVADGDRQESLSTDYKLTVETAPTIHPL 796
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVE.EMDAEL...........EALQKELPF.....SVHDAN 781
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NTDB id 969739 MHB44 RS15230 WP 341299867.1 IGMDHVSPYDFLEN... 810
NTDB id 355 BSU 27480 NP 390625.1 IGMEGITPFDFMKEEQQ 798
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