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NTDB id 969717 NSQ62 RS20830 WP 341321918.1 MINRVVLVGRLTKDPELRYTPSGVPMARFTIAVNRTFSSQSGEREADFIGCIAWRKQAENLANFMKKGSLIGVEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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FLESPKRGNTTGAGTEGNAQSGRSSQGDGGQAPSAGQAGNSFYGNEGSNGGNYGGQPTNQSNSGNQSGGNSQNYFYGGGQNPDQENSGPSYFTGGSNPYQNQNPTGPQQRNAQR

NTDB id 969717 NSQ62 RS20830 WP 341321918.1 SYEGQDGKRVYTTDVIADAVQFLEPRGGANASQGGQAPAASYGGGGNYGGQPTSNQSNQNYGGGQPQESYGSYQQPPQNQ 160
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....G.GYNEG........NSGGGQYFGGGQNDNPFGGNQNNQ.RR 145
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ.NFNSN........QSNGSQ.......QSGFTSPQQTG.NA 143
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NTDB id 969717 NSQ62 RS20830 WP 341321918.1 QNYTRVDEDPFANSKGPIEVSEDDLPF 187
NTDB id 113 BSU 40900 NP 391970.1 NQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 PAANNTQADPFANNGQAIDISDDDLPF 170
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