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NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus * *!!* * !**!!!* !!!!*!!!!!!!!** !!!!! !*!!!!!!*!! !!** !**!!!*!! ***

logo

A
K
E
TYDQEAGYEQRTYRVKQLKLKREKFLAKEQI

LSEIDSEQERAMAHQRI
LDL IYQFQI

L
E
QE I

LEQSAAKLESLVDNEDEEAQLQSEER I
Q
Q
R
I
L
M
SNFEHKI FYERSALNQMNAYENAI

L
R
S
G
S
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NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
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NTDB id 969697 NSQ62 RS13135 WP 341320588.1 EGNGLDYIGNAMNALEDIVRLDTMFKESSESVTSSFYALQDAAYQVKNALDDLEYDAERLNEVEQRLALYQNMKRKYGTT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus ! !!!**! ! !!!! * * ! !!!!* !*! ! !! *!**! !!*!!*!*!!!! *! !! **!!!!! !

logo VEDE I LAEYAYESKI EEE I
L
D
SQI

L
E
LNRDESAHLMQQSLNEKKQELLADRSMVEGKTDLVANKVELAAVENLVSTKQIRKQTNWAKLKQLASDEAE IHMNRELKRMSLHYMEKASQTFDITVENFEK
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