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NTDB id 969694 NSQ62 RS07575 WP 341323322.1 MNRKHPGPRPGVRGEKPNHFKKTMKKLIAYCRAYLSVIIFALVLAFISTAFTVYSPDLLREMTDEISKGLSGVMDLDVIQ 80
NTDB id 370 SMU RS04260 WP 002263294.1 ...............MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIG 65
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NTDB id 969694 NSQ62 RS07575 WP 341323322.1 KIGFILVVLYGLSFVFSYVQGFTMATVTQRITKKMRGDLSTKINRLPLNYFDKNTVGDTLSRVTNDVDTIGQTLNNSLGQ 160
NTDB id 370 SMU RS04260 WP 002263294.1 EIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVS 145
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NTDB id 969694 NSQ62 RS07575 WP 341323322.1 LVSAGATFVGVLIMMFYTNWIMAITAILSTFLGFGLMTFIMKYSQKYFDNQQAQLAEINGHIEEMYSGHQIVKVYNGEAR 240
NTDB id 370 SMU RS04260 WP 002263294.1 MVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQ 225
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NTDB id 969694 NSQ62 RS07575 WP 341323322.1 AIETFHKTNDKLYDNAWRAQFMSGMMMPLMNFIGNFGYVAVCIVGAFLVINDAITIGVIVAFMVYIRLFTQPLAQIAQAA 320
NTDB id 370 SMU RS04260 WP 002263294.1 SKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGI 305
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NTDB id 969694 NSQ62 RS07575 WP 341323322.1 TNLQSTAAAAERVFTFLAEPELQNEATKTRVLMNVKGDVSFEHVSFGYVENQEIIKDFTLDVKAGQKVAIVGPTGAGKTT 400
NTDB id 370 SMU RS04260 WP 002263294.1 TQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTT 385
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NTDB id 969694 NSQ62 RS07575 WP 341323322.1 IVNLLMRFYEMNEGDIKIDGVSIKDVSREQVHEQFCMVLQDTWLFEGTIRDNIVYSTEHVTDEQVVAAAKAVGMHQTITA 480
NTDB id 370 SMU RS04260 WP 002263294.1 IVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKT 465
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NTDB id 969694 NSQ62 RS07575 WP 341323322.1 LPDGYNTMLNDKVSLSIGQKQLLTIARAMIENAPLLILDEATSSVDTRTEVQIQAAMDQLSVGKTSFVIAHRLSTIRNAD 560
NTDB id 370 SMU RS04260 WP 002263294.1 LPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNAD 545
consensus !! !! !*! ! !*!!*!!!!!!!!!!!** !!!!!!!!!!!!!!!!!! !! !!!*! !*!!!!!!!!!!!!!!!!



logo

L
VI ILVMKRDGNS I I EQTGNSHDEQVLLMAQEKGNGFYADLYNSQFETEGEVSVA

NTDB id 969694 NSQ62 RS07575 WP 341323322.1 VIIVMKDGSIIETGNHEVLLQKGGFYADLYNSQFEGVS. 598
NTDB id 370 SMU RS04260 WP 002263294.1 LILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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