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NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 969608 MHH64 RS12865 WP 340001872.1 CIQDGHVYLPIELCVDQVGELLSIHSEEVRIIT.....EQMEELNKEKKVIMKDTKVYLPSLYYAEDGFAANLKRIMEKP 312
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 969608 MHH64 RS12865 WP 340001872.1 .IKDETPLAEMMKITGDIEESEVLSYGKEQFSAINQSLHSKVMILTGGPGTGKTTVIKGILKAYATIHDVSLNPKDYDDP 391
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NTDB id 969608 MHH64 RS12865 WP 340001872.1 AEFPFVLTAPTGRAAKRLNESTGLPALTIHRLLGWNGSNGFNKDEQEQLSGKILIVDEFSMVDIWLANSLFKAIPDEMQV 471
NTDB id 355 BSU 27480 NP 390625.1 EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQI 480
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NTDB id 355 BSU 27480 NP 390625.1 IIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEV 560
consensus **!!!!!!!!!!!!!!!! !!! ! **! !!! **!!! !!! !* !!! *!! !* * * !! !!! ! *!* !



logo VETKS IVFVATKNAKLEKKGLYDTAVKDE IQVLAPMYRGSKQAGINTEMI
LNQVMQLQDQI

L
I
LNPKPKTEKKTKRRELVKFYGHDVVYRTVGDKI

V
I
LQLVNQPEDNGNVFYNGD

NTDB id 969608 MHH64 RS12865 WP 340001872.1 VTSIFTKAKEKGLDVKEIQVLAPMYRSQAGITMINQQLQQLINPKTKTKREVKYHDVVYRVGDKVIQLVNQPEDGVYNGD 631
NTDB id 355 BSU 27480 NP 390625.1 VEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGD 640
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NTDB id 969608 MHH64 RS12865 WP 340001872.1 IGEVVAIFREEENVDNVEQVVIAFDDKEVVYERNNYINFTHAYCISIHKSQGSEFPIVILPVVSTYYRMLRKNLLYTAIT 711
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NTDB id 969608 MHH64 RS12865 WP 340001872.1 RSKESLIICGEQQAFLKGIQTMDTNKRYTSLKEQLSGRMKDLKMEE............AEEVDEEEISPYDFM..... 772
NTDB id 355 BSU 27480 NP 390625.1 RAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
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