W ETSRERTDSRLLKCRID v ANy AQL HoneThO U
by L SxU 5E.L> =Ll I |V =| 2 s=|| ¥ T

NTDB id 602 KW2 RS03060 WP 011834647.1  ..... julepg® PIHVIEQ SRGER YDIYSRLLKDRIIMLTGPVED@EMANS ITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 611 V4T04 RS07970 WP 003129593.1 ..... jifeaq® PINVIEQ SRGER YDIYSRLLKDRIIMLTGPVED@EMANS TAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 330 STU RS11365 WP 002949732.1  ........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 298 STER RS01925 WP 002949732.1 ........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 282 KZH43 RS03215 WP 000613477.1 ........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 246 SPD RS03495 WP 000613477.1 ........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDSTKDIYLYVNTPGGSVSAG
NTDB id 244 SPR RS03300 WP 000613477.1 . ....... MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDSTKDIYLYVNTPGGSVSAG
NTDB id 242 SP RS03655 WP 000613477.1 . ....... MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDSTKDIYLYVNTPGGSVSAG
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 ........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 445 SPYM3 RS01720 WP 002985850.1 ........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
NTDB id 376 SMU RS07595 WP 255262720.1 IR OBIMIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDNTKDIYLY N PGGSVSAG
NTDB id 969580 MHB78 RS21965 WP 046130346.1  ...... MNTIPYVIEKT EGERSYDI RARRORYNRIEGSEF T LANE EAQLLFLSA DNIRKDIN Y N PGGSESAG
NTDB id 86 BSU 34540 NP 391334.1 .. .... MNLIPTVIEQTNRGER YDIYSRLLKDRIIML[eSFN QLLFLINA Di)g®K IBNLY N PGGS AG
NTDB id 1223 Cj0192c YP 002343650.1 ....... AQLLFL A DI¥TKDIYLY N
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NTDB id 602 KW2 RS03060 WP 011834647.1 IASSGTKGKRFMLPNAEYLIHQPMGGAGQGTQQTDMAIVAEQLLKTRKR Q
NTDB id 611 V4T04 RS07970 WP 003129593.1 IASSGIWKGKRFMLPNAEYIRIHQPMGGTGRGTQQTDMA INAEMRLLKTRISML E[R
NTDB id 330 STU RS11365 WP 002949732.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRNNILE[®
NTDB id 298 STER RS01925 WP 002949732.1 TASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRINIL E[®
NTDB id 282 KZH43 RS03215 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIEY
NTDB id 246 SPD RS03495 WP 000613477.1 TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRIEN
NTDB id 244 SPR RS03300 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRINY
NTDB id 242 SP RS03655 WP 000613477.1 TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRINA
NTDB id 446 SpyMBJRS4 RS01695 WP 002985850.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIs#
NTDB id 445 SPYM3 RS01720 WP 002985850.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIs#3
NTDB id 376 SMU RS07595 WP 255262720.1 IASSGAKGKRFMLPNAEYEIHQPMGGTGGGTQQ DMAIAAE@LLKTRKK
NTDB id 969580 MHB78 RS21965 WP 046130346.1 In GGTKGKRFALKN EjfM I HQPIRG GNASG S
NTDB id 86 BSU 34540 NP 391334.1
NTDB id 1223 Cj0192c YP 002343650.1 .
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NTDB id 602 KW2 RS03060 WP 011834647.1 199
NTDB id 611 V4T04 RSO07970 WP 003129593.1 199
NTDB id 330 STU RS11365 WP 002949732.1 196
NTDB id 298 STER RS01925 WP 002949732.1 196
NTDB id 282 KZH43 RS03215 WP 000613477.1 196
NTDB id 246 SPD RS03495 WP 000613477.1 196
NTDB id 244 SPR RS03300 WP 000613477.1 196
NTDB id 242 SP RS03655 WP 000613477.1 196
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 196
NTDB id 445 SPYM3 RS01720 WP 002985850.1 196
NTDB id 376 SMU RS07595 WP 255262720.1 204
NTDB id 969580 MHB78 RS21965 WP 046130346.1 190
NTDB id 86 BSU 34540 NP 391334.1 197
NTDB id 1223 Cj0192c YP 002343650.1 194
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