
logo MPFYITKI SATQKKNNKTDERFVNI FLDDEKYAFSVDAMDVLVKFENLKKGKEQLDDELDI
V I E IQYGDDE I

VKKGFNQRALDFYLSYRMRS ITKEV
NTDB id 969573 MHB78 RS19165 WP 046130993.1 MPYITKISAQKNNKDRVNIFLDEKYAFSVDMDVLVKFNLKKGKQLDELDVIEIQYGDDIKKGFNQALDYLSYRMRSIKEV 80
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEV 80
consensus !!*!!!!! !! ! *! !!!!!*!!!!!!! !!!!!! !!!!! !!*!!*!!!!!!!**!!!!! !!!*!!!!!!! !!!

logo

E
KDHLKKKEGTVASDPPSAVI

V
A
TE I

V IHMRLKNDSYKYLVDNDQREFAAAYVSTHKRKTNSGKGPDVLFYKRELQRALKGIDDEDELTIKEALSSFSTFESDEQTVRTAE
NTDB id 969573 MHB78 RS19165 WP 046130993.1 KDHLKKKGVADSAVTEIIHMLKSYKYVDDREFAAAYVSTHRKTSGKGPDVLYKELQLKGIDEELIKEALSSFTFSEQVTA 160
NTDB id 116 BSU 08520 NP 388733.1 EDHLKKKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTRE 160
consensus !!!!!! ** * !*!! ! !!!* ! !!!!!!!!!!*!! !!!!!!!**!! !!!!** !!!!!!!!*! *!

logo AVKHAVEKLVLKKDGKKLSSTKELMKQARAI EQLQQL IQRKGFYSFDVINSACALMDSEQI
T
D
EYENDDEDATEKEALRYKLHAGEKAFMRKRYNRYDGSYESTAKMK

NTDB id 969573 MHB78 RS19165 WP 046130993.1 AVKHAEKVLKKGKKLSSKEMKQAIEQQLIRKGYSFDVINCALSETDYENDDDAEKEALYKHGEKAMRRYNYDGSYETKMK 240
NTDB id 116 BSU 08520 NP 388733.1 AVKHVEKLLKKDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMK 240
consensus !!!! !!*!!! !!!!*!!*!! !! !!!*!!!!! *!* *!!!!*! !!!!! !*!!! !*! !!!!!!* !!

logo VKQFLFRKGFPSLDLMIDEQLYLDQEEEGY
NTDB id 969573 MHB78 RS19165 WP 046130993.1 VKQFLFRKGFPLDMIDQYLDEEG. 263
NTDB id 116 BSU 08520 NP 388733.1 VKQFLFRKGFSLDLIEQLLQEEEY 264
consensus !!!!!!!!!!*!!*!*! ! !! *

X non conserved

X similar

X ≥ 50% conserved


