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NTDB id 969394 MHB50 RS06745 WP 077110562.1 MNQQNSLDLRTDEEHFIKGRHLVTIFHNEANFYSVIRIRVEETNVAYEEKEAVVTGYFPKIHEQETYLFYGNLKEHPKFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
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NTDB id 969394 MHB50 RS06745 WP 077110562.1 LQFHAKHFKKEIPQTKQGLVAYLSSDLFKGIGKKTAERIVETLGENAISRILAEPSVLETIPRLASDTAKDLYDALLEHQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus !!!*! !!!!!!! !! !** !!!!!!! !!!!!!!! !! !!* !! *!!!**!!! *!!! ! ! !! !!
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NTDB id 969394 MHB50 RS06745 WP 077110562.1 ELEQIMIGLNQHGFGPQLSMKIYQAYKENALDIIETNPYQLIADVEGIGFGRADELGMQIGIDGVHPDRIKAACLYALEQ 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !!!!!! !!!*!!!!!!!!!!!!!! !* ! !!!!!* !!!!!!!!*!!!!! *!* ! !!*!*!!!*!! !!

logo

D
TCLQSENGHTVYI

LEATEEQL IL IDKTVKQKSLLENDQSAQPREVEGI
Q
P
R
ITE

Y
D
M
D
M
A
I
A
S
N
Q
A
C
F
I IAQLEGEENGKDKI IVGI EDEGKRCVYFIPSLFYFYASEQRGNI

V
A
I
K
T
N
R
I
V
E
K
H
R
I
L
A
L
E
SQ

NTDB id 969394 MHB50 RS06745 WP 077110562.1 DCLQNGHVYLEAEELLIKVKKLLEDSQPVEIP..YDMISQCFIQLEEEGKIIGEEKRVYIPSLYFSERGIITNIERLLEQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus !! !! !*! ! !*! !! ! * *** ** ! ! ! !* !* !*! !!!** ! * * ** !
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NTDB id 969394 MHB50 RS06745 WP 077110562.1 NQYAEQFPESEFLMALGKLEDRLGIQYAPSQKEAIQTALTSPLMILTGGPGTGKTTVIKGIVELYAELHGCSLDIHAYK. 397
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
consensus ! !!!!!!!!*!!! !!*!* *!!!!!!!!!!! !!*!!***!!!!!!!!!!!!!*!!!!!!*!!!!*!!!**!!!*
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NTDB id 969394 MHB50 RS06745 WP 077110562.1 DQPFPFVLAAPTGRAAKRMAESTGLPAVTIHRLLGMTGQENMDADGDREIEGKIVIIDEMSMVDTWLAHQLFKALPEDIQ 477
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus ! *!! !!!!!!!!!!!!! !!!!!!!!!!!!!!! ! ! * ! *!!!!**!!!! !!*! !!!**!!!!*!**!!
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NTDB id 969394 MHB50 RS06745 WP 077110562.1 VILVGDEDQLPSVGPGQVLTDLLKSNIIPTVELTDIYRQADGSSIIELAHTIKKGNIPEKITEPQADRSFIKCQGTQISE 557
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus *!*!!!!!!!!!!!!!!!! !!! !**!!!! !!!!!!!!*!!!!*!!!! *! ! *! *! ! !!!!!*! !*!! !
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NTDB id 969394 MHB50 RS06745 WP 077110562.1 VVEKVVRSAVRKGYAAKDIQVLAPMYRGPAGIDHLNKILQNVLNPKGSGNKRKEVTFGDVSYRIGDKVLQLVNQPEKNVF 637
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPK..EKRRELKFGDVVYRTGDKILQLVNQPENNVF 637
consensus !!!!!! !**!!! !!!!!!!!!!!!!*!!! *!! *!! *!!!* ** !!*!* !!!! !! !!!*!!!!!!!! !!!
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NTDB id 969394 MHB50 RS06745 WP 077110562.1 NGDIGEIISILYARENVEKQDMMIVSFEGTEVTYYRQDFNQITHAFCCSIHKSQGSEFPIVILPVVKSYYRMLRRNLLYT 717
NTDB id 355 BSU 27480 NP 390625.1 NGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYT 717
consensus !!!!!!! !! !!*!! !! !! *!!!*! !*!* * !!!! !!!*!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!
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NTDB id 969394 MHB50 RS06745 WP 077110562.1 AITRSKEFLILCGEEEAFRMGISRVDDQKRQTTLYEKLAASASLPVDKDKTIEQADLSFEEKLFMVDPMIGMENVTPYDF 797
NTDB id 355 BSU 27480 NP 390625.1 AITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEE.MD....AELEALQKELPFSVHDANIGMEGITPFDF 792
consensus !!!! ! !!!!!!!!!! !* ! !!!*! *! **!**** ! ! ! * **!* !!!! *!!*!!
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NTDB id 969394 MHB50 RS06745 WP 077110562.1 L..... 798
NTDB id 355 BSU 27480 NP 390625.1 MKEEQQ 798
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