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MKWNI TF Fl4 V MYHEFGHFFFAKRSGILVREFAIGMGPKI H[N KDGTEYT R LP GGYVRMAGIG DIATE LYYGIPI#S
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
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LISLASIDGEVIY INLS) pgsygiA PMi3 BAYDLEDIRLTITGHVRG INSRMYTYIYVDHDATI ERDGTE RIAPKDVQ QA WQ
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETSMKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWG
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET RKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWG
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TNFAGPMNNFIL 'L FIILAF QGGVQUTNTNE (¢ ESgNGAALNY GLKIMDY V GKESHS|UMDIST T VT KIPDINTL .
RLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI QVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSK
RLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI QVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSK
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DFK E REGQV DVTPKSV NS QUGNLG Ny NTGIRYIDK TG GERANA “BIG - | TIR@NL[EGSLITIEFSL - KLGGP VIgIM
GDSLSVTVKRSNGQEETISVKPQ N0GSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAM
GDSLSVTVKRSNGQEETISVKPQ K QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAM
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QIS - “A NG gy SILM LS NLGIWNL PIPALDGGK VJENIIJE IR{KPLEJQEME[E] TLAGIY 138
FQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMR

FQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMR
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Flag 422
Naa 420
N3y 420
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K non conserved
B similar
>50% conserved
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