
logo MF
L
E
H
K
VLLWDSAF ILKYNQKTVLSDNLYFLLVGAVLPKSVHYCSMS

TEENNI LGLYDAEHRFLLTKNSENQLVGI
MLQR I

LEGLVSAYNTAHLMASKTEEQLQDGLYFQTESKRQMNALDQSLEQGKV
NTDB id 96892 OO773 RS07495 WP 264828514.1 MFHVLWDFLYNKTLDLLVGALPKVHCMTEENNILGLYDARFLLTKSEQLVGMLQIEGLSANAMAKEELQGYFQSKQNALDQLQGV 85
NTDB id 1219 C694 RS00105 WP 000890508.1 MLEKLLSAIKQKVSNYFLGVLPKSYSMSEENNILGLYDEHFLLTKNENLVGILRLEGVSYTHLSTEQLQDLFTERQMALDSLEKV 85
consensus ! * ! * *! *! !!! **!*!!!!!!!!!! *!!!!! !*!!!*! *!!*! ** ! !! ! *! !!! ! !

logo VALRLVHVTVKRRKI
L
D
Q
H
L
K
Q
H
Q
D
N
H
I
H
Q
L
S
D
S
N
S
P
QYALQAS I LNQFENKETI

VYENQTYFTL IVFLESTTHKSLPHIGKDFVLEHQKKKLES ILMTHTANRESANFSKDQI
L
L
Y
E
S
H
Y
K
QAHKFLLQSDECT

NTDB id 96892 OO773 RS07495 WP 264828514.1 VLRVHTKRRKLQLKHDHHLSNPYAQSILNQFENKTIYENTYTLIFETTKSPIKDFLEQKKLEITT...SASKQLYEHQAKLLSDC 167
NTDB id 1219 C694 RS00105 WP 000890508.1 VARLVVKRRKIDHQQNIQSDSQYLQAILNQFENKEVYENQYFLVLESTHSLHG.VLEHKKKSLMHANRENFKDILSYKAHFLQET 169
consensus ! !** !!!!* * * ** *! ! !!!!!!!! *!!! ! !* !*!*!** * !!*!! * **** ! * * !* ! **

logo

L
M
K
S
K
S
I
L
E
T
H
I
A
QLKQNPFYAKPKLPLSTASKTEQAVLNFYAEFYINGFDFLMPLKPLTLVGGFYLESDSYIASTNS IVHTFEKKDYFYIQESYFHENQSKRTVHYNRI

L
I
LG IKAYAESEKRTI

L
S
T

NTDB id 96892 OO773 RS07495 WP 264828514.1 MSKITHALQPFKPKPLTATQALNFYAEFINGFFMPLKPTL.GFLEDSYIATNVHFKKDYYIQEYHESRVHNRILGIKAYASKTLS 251
NTDB id 1219 C694 RS00105 WP 000890508.1 LKSLEIQLKNYAPKLLSSKEVLNFYAEYINGFDLPLKPLVGGYLSDSYIASSITFEKDYFIQESFNQKTYNRLIGIKAYESERIT 254
consensus * * * ! ** !!*!* !!!!!!*!!!! *!!!! **!*! !!!!!* **! !!!*!!! * * *!!**!!!!! ! **

logo S ILAVFIGTANLLHYQEKTEPLDI I FS I EPLMESTVHQKATLSF ILKQEKRAIKRFLSTI
MSNSLVKNQELLQEYQYELR I

V
K
Q
A
TKQRLCSLMQKFIACLNI

L
I
L
I
L
K
R
A
HPHSLENTLDNAQEQTQSEL

NTDB id 96892 OO773 RS07495 WP 264828514.1 SLVFTNLLHQEKELDIIFSIEPLETQKALSFIQEKIRLTISSLVKQELQEYYERIQAKQLCLQKIACNLILRHPHLETLNQETQE 336
NTDB id 1219 C694 RS00105 WP 000890508.1 SIAIGALLYQETPLDIIFSIEPMSVHKTLSFLKERAKFSMSNLVKNELLEYQELVKTKRLSMQKFALNILIKAPSLENLDAQTSL 339
consensus !* !!*!! *!!!!!!!!!* *! !!!* !* * **! !!!*!! !! ! * ! !**!! !*!*****!*!! ! !

logo VLGSLLFSKNEGHNLVGVI
VETFLGLKRGPAGYFSFFPEGR I

LHLNHPRLRCFLQSTSKQALACLLMVFEKRPQNLRGFKASNSWGNMSPLSVFKNLDHYSPFYLFNFHN
NTDB id 96892 OO773 RS07495 WP 264828514.1 VLSLLSNGHLVGVVETLGLRPAYFSFFPGRLHLNPRLRCQSSQALACLLVFEKPNRGFKSNSWGNMPLSVFKNLDHSPYLFNFHN 421
NTDB id 1219 C694 RS00105 WP 000890508.1 VLGLLFKENLVGVIETFGLKGGYFSFFPERIHLNHRLRFLTSKALACLMVFERQNLGFKANSWGNSPLSVFKNLDYSPFLFNFHN 424
consensus !! !! *!!!!*!! !!***!!!!!! !*!!! !!!* *! !!!!!*!!!**! !!! !!!!! !!!!!!!!!*!!*!!!!!!

logo QEVPSHKNNTAKQHES ILAHRAVNGHTLMI IGATGSTGKSTTL IMSFLMMSALKYDQNRLMNRI
LLAFLDRAMQYGLFYSFYTHKFYFKSGHTYHNDSGQTHSFKS INPFLCSLEKNPNSKL

NTDB id 96892 OO773 RS07495 WP 264828514.1 QEVPHNTAQHSLHRANGHTMIIGATGTGKTTLMSFLMMSALKYDRLNILALDRAYGLFSYTHYFSGTYNSGTHFKINPLSLKNSK 506
NTDB id 1219 C694 RS00105 WP 000890508.1 QEVSHKNAK.EIARVNGHTLIIGATGSGKSTLISFLMMSALKYQNMRLLAFDRMQGLYSFTKFFKGHYHDGQSFSINPFCLEPNL 508
consensus !!!*! ! * **! !!!!*!!!!!!*!!*!!*!!!!!!!!!! * *!! !! !!*!*!**! !*!* ! *! !!! *! *

logo

Q
Y
NL
M
E
N
F
Y
L
V
F
Q
S
TFFLYSAMF

M
D
L
L
N
A
IPLSKRPQDNKQELADI

L
E
Q
A
D
M
SNAI SNSATI

LKSTLYAETLPYPKQASFSLLQDFKDEATFL IKHRTSSNQLQAGLNSLEPYLHNNPLFNALENDAS
NTDB id 96892 OO773 RS07495 WP 264828514.1 Y.MNYVFTFFYSAMLNIPLKPQNQLDIQASNAISNTLKTLYATLPPQSFSLQDFKDAFIHT....QALNLEPYLHNPLFNALEDS 586
NTDB id 1219 C694 RS00105 WP 000890508.1 QNLEFLQSFFLSMFDLAPSR..DKEALEDMNAISSAIKSLYETLYPKAFSLLDFKETLKRTSSNQLGLSLEPYLNNPLFNALNDA 591
consensus ** ** *!! ! ! *** * !!!! *!*!! !!*! !!! !!!* *!**** *! !!!!!*!!!!!!! !



logo

F
L
E
N
F
S
K
N
A
T
F
P
I
L
N
T
T
VINLMDATI STQTNPKDLGLLAYYI

LFYKI LEHEQASLREKNYDNRSGFLLVF ILDEFKSYAVEQNDS ILLNTHKINATL ITQARKANGVVVLALQDI
T

NTDB id 96892 OO773 RS07495 WP 264828514.1 LEFKTPITTINMDAISTNPKDLGLLAYYIFYKILHQALEYNRGFLLFIDEFKSYAQNSILNTHINTLITQARKANGVVVLALQDT 671
NTDB id 1219 C694 RS00105 WP 000890508.1 FNSNAFLNVINLDTITQNPKDLGLLAYYLFYKILEESRKNDSGFLVFLDEFKSYVENDLLNTKINALITQARKANGVVVLALQDI 676
consensus ** !!*! !* !!!!!!!!!!!*!!!!!* !!!*!*!!!!!! ! *!!!*!! !!!!!!!!!!!!!!!!!!

logo

N
YQLNSGS IVKQDNAAHSF ILKSNMGTL I FLYPQKHNAIDRSTAELKSHRDNFGNI

V
K
PLSEHMTE I

Q
H
SFLENTPLMHYAHRQI

VLVKNLMGDNGSSNS IMIDVNSLEQSLGPRYLHKI F
NTDB id 96892 OO773 RS07495 WP 264828514.1 NQLNSIQDAASFIKNMGTLIFYPQKHIDSTALSRDFGIKLSHMEQHFLENTPMHAHQILVKNMGDGSSSIIDVNLQSLGPYLHIF 756
NTDB id 1219 C694 RS00105 WP 000890508.1 YQLSGVKNAHSFLSNMGTLILYPQKNAR..ELKHNFNVPLSETEISFLENTPLYARQVLVKNLGNGSSNMIDVSLESLGRYLKIF 759
consensus !! * !*!!* !!!!!! !!!!* ** ! * ! **!!* ! *!!!!!!**!*!*!!!!*! !!! *!!! ! !!!*!!*!!

logo NSDNASGSHLAVKSHKLVKQALQKDYPTEWREKLLRS
NTDB id 96892 OO773 RS07495 WP 264828514.1 NSNAGLAKHLQ................. 767
NTDB id 1219 C694 RS00105 WP 000890508.1 NSDSSHVSKVKALQKDYPTEWREKLLRS 787
consensus !! * ** *****************

X non conserved

X similar

X ≥ 50% conserved


