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NTDB id 968630 MHH88 RS00670 WP 339260930.1 MINRTVIVGRLVADPELRYTPSGIASCKFRVAVNRTFKGQNGEQEADFISCIAWRKQAENLANFMKKGNLIGLEGRIQTG 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!*!*!!!!**!**!!!!**!*!***!**!!!!*!****!**!!!!!*!* !!**!!!*!!!*!!!*!*!**!!*!!*

logo
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NYEGNQDQGKQRVFYTVTDEVQVVAEDNSFIVSQLFLESPKRTNGSTAGTEGQSGRSSQGSDTGASGQSGNFYQNESGNSNQTNSGNTGSGTQYFQGNGPGPQNDQGNSGNPYFTGSGPNQNQNTGNQRNAQRNPSANQAGYTNNRSFTVDNQADEDP

NTDB id 968630 MHH88 RS00670 WP 339260930.1 SYEGQDGKRVYTTDVVADSIQFLEPRNSAGSSQST...SNYQSSTNTGGTYQNPPQ..GNYGGN...NNQSNYTRVDEDP 152
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQGNSFNDDP 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGNAPAANNTQADP 153
consensus *!!*!*!*!!**!*!*******!!******* * **** ** !*** * ****** ** *** **!!

logo FANDNSKGGKQAP I EDVINSSDDDLPF
NTDB id 968630 MHH88 RS00670 WP 339260930.1 FANSKGPIEVNSDDLPF 169
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
consensus !!! * *!****!!!!!
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