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NTDB id 968612 MHH51 RS15780 WP 147210983.1 MAKATKQLPKRDEIPEELTWRLEDIFETDEKWKEEFQSLKNDISKLAAYKGKLNTSSDTLLEAFKLQDELSERLGKLYVY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ......MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVY 74
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NTDB id 968612 MHH51 RS15780 WP 147210983.1 GHLRTDQDTTNSYYQGLNAQAENLLTAASSQFSFLVPEILEIPEEQLKQFIEENKELQNYKKVLDDINRSRPHVLSEKEE 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAE 154
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NTDB id 968612 MHH51 RS15780 WP 147210983.1 VLLAEADEPIGAISQTFSMLNNADLTFPSITNEDGEEVELTHGRYSTFLESSDRNVREQAFNAMYDTYGSFKNTFASTLS 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQ 234
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NTDB id 968612 MHH51 RS15780 WP 147210983.1 GEVKSHNFNAKVRNYESARQAALDNNHIPEEVYDNLIEAVHEKLPLLHRYTKLRKKILGVDELHMYDLYTPLVKDVKMPV 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSET.ETAL 313
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NTDB id 968612 MHH51 RS15780 WP 147210983.1 TYDEAKKYVQEGLKPLGEDYADILEEAFGKRWIDVEENKGKRSGAYSSGTYGTNPYILLNWQDDVNNTFTLAHELGHSVH 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLH 393
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LLNTDETYLLKEHLVDKDDEKETKRFLAYI LNHFYLDEGFKRGTVFRQTMQFAEFEHADIHEVALADAQNSG
NTDB id 968612 MHH51 RS15780 WP 147210983.1 SYYSRKNQPFRYGNYSIFVAEVASTTNEALLNDYLLKHLDDEKEKLYILNHFLEGFRGTVFRQTMFAEFEHDIHVLAQNG 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 STFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASG 473
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NTDB id 968612 MHH51 RS15780 WP 147210983.1 EALTADRLTEVYYDLNKKYYGEDVVSDEKIGLEWARIPHFYMNYYVYQYATGYSAATALSKQILDGEEGAVDRYLGFLKS 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKA 553
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NTDB id 968612 MHH51 RS15780 WP 147210983.1 GSSEDPIDVLKKAGVDMTHKQAILDALDVFEEKLTEMEELLDK..... 603
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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