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NTDB id 968483 MKX80 RS19370 WP 339227423.1 MTTCFAKAIEKGGNKLNCLICEAPLLDSLSWHAFFFLRSEEKICRACKENFIKIKGTVCPKCGRPQESKELCGDCAKWEA 80
NTDB id 109 BSU 35450 NP 391425.2 ....MSNEAGGGIHKLICLLCDSQFSQDVTWRALFLLKPDEKVCYSCRSKLKKITGHICPLCGRPQSVHAVCRDCEVWRT 76
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NTDB id 968483 MKX80 RS19370 WP 339227423.1 DPLTRSLLRQNRSVYLYNTFMKEVLARFKFRGDAELVFAFAPSFINAFHQYCRRTPAVLVPIPLSEERKAERGFNQAERL 160
NTDB id 109 BSU 35450 NP 391425.2 RIRDSLLLRQNRSVYTYNDMMKETLSRFKFRGDAEIINAFKSDFSSTFSKVYPDKHFVLVPIPLSKEREEERGFNQAHLL 156
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NTDB id 968483 MKX80 RS19370 WP 339227423.1 ASLLKRPVIHPLIRIENEKQSKKSRKERIKPKTVFRTEKGSVKNLDIILIDDLYTTGATLHHAADCLMTSGEAKSVSSYT 240
NTDB id 109 BSU 35450 NP 391425.2 AECLDRPSHHPLIRLNNEKQSKKKKTERLLSECIFDTKNNSAEGMNIILIDDLYTTGATLHFAARCLLEKGKAASVSSFT 236
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logo L IRS
NTDB id 968483 MKX80 RS19370 WP 339227423.1 LIRS 244
NTDB id 109 BSU 35450 NP 391425.2 LIRS 240
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