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NTDB id 968469 MKX80 RS14845 WP 268343302.1 MQRHNPDQIEMEEASFVKGTVTAVIYHNETNLYTVLKVKVEETSESFEDKTVSVTGYFPLIHEDDIYTFYGKTASHPKFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus * **!!!* *!! ***!!!! !!!!!*!!!!!!!!!!! !!!! !!! !!!!!!!! **!** !!!!!! *!!!!!

logo LQFQADEHFKKE I
VPTTKEGI

V IQYLASSDLFEGIGKKTAEE IVKNKLGDEGSAINKI LASDAGASVLYDVPKRLSKKKADKTLAAGALQQRHQ
NTDB id 968469 MKX80 RS14845 WP 268343302.1 LQFQADHFKKEVPTTKEGVIQYLASDLFEGIGKKTAEEIVNKLGEGAINKILSDGAVLYDVPKLSKKKADKLAAALQQHQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus !!!!!*!!!!!*!!!!!!*!!!! !!!!!!!!!!!!!!!! !!!* !!!!!! !* !!!!!!*!!!!!!! !!*!!! !!

logo GLEQIMI SLNSEQFGFGPQLSMKIYQAYEASETLDEKIQRENPYQLVKDVEGIGFGIKADELGGSRMGI
LSGKNHEPER I

VKAAI LYTLVEAT
NTDB id 968469 MKX80 RS14845 WP 268343302.1 GLEQIMISLSEFGFGPQLSMKIYQAYEAETLDKIRENPYQLVKDVEGIGFIKADELGGRMGISGKHEERIKAAILYTVEA 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !!!!!!!!! !!!!!!!!!!!!!!!! !!!*!! !!!!!!!!!!!!!!! !!!!!! !!!*!! !*!!*!!!!!!!*!

logo TCLQSEGHTYI ETERQL I IDETLQKSLLNQSASGREDGEQKR I
VTEMDAVADNAI IASLGENQKDE I

L
F
VI EDEGRCYFYPSLFYYAEQNSFVAKRVKQHKIAGSQ

NTDB id 968469 MKX80 RS14845 WP 268343302.1 TCLQEGHTYIETRQLIIETLKLLNQSSG.DEKVTEMDVADAIISLGEQKELFIEDERCYYPSLYYAEQSFAKRVQKIAGQ 319
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus !!! !!!!!!!! !!!!*! !!!!! * **!!!! ! !!! !!!*!** !!! !!!*!!!*!!!! !!!! *!! !

logo TEYDEDNQFPESEFLLALGELEERMDKVQYAPSQKEAIQKALMSSPMLLLTGGPGTGKTTVIRGIVELYGSELHGLVSLDNPASADYKK
NTDB id 968469 MKX80 RS14845 WP 268343302.1 TEYDDQFPESEFLLALGELEERMKVQYAPSQKEAIQKALMSPMLLLTGGPGTGKTTVIRGIVELYSELHGLSLNPADYKK 399
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
consensus !!!* !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!! ! !!!

logo DEATFPFIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHDTEDNQP I EGKRLL I IDEATSMLDIWLANHQLFKAIPDHR IQ
NTDB id 968469 MKX80 RS14845 WP 268343302.1 DETFPFVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHDEDNPIEGRLLIIDETSMLDIWLANQLFKAIPDRIQ 479
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus !! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!*!!!!!! !!!!!!!!!*!!!!!!!*!!

logo

I
V I IMVGDEDQLPSVGPGQVLRDLLASNQVIAPSTVRLTDIYRQAEGSS IVELAHEQMKNQGKLLPENNLTAPTKDRSF IRCGRGQQSQIKE

NTDB id 968469 MKX80 RS14845 WP 268343302.1 VIMVGDEDQLPSVGPGQVLRDLLASNVIASVRLTDIYRQAEGSSIVELAHEMKQGKLPENLTAPTKDRSFIRCRQQQIKE 559
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus *!*!!!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!!!!!!!!!!!!!!! !!*! !! !!!!!!!!!!!!!! !!!!



logo VVEKVVAKNALKQKGYSTAKRDIQVLAPMYRGAKAGINELNAVLMLQDGI LNPPKEPKGRRELMKFYGDVVYRTGDKI
VLQLVNQPEHNNVFNG

NTDB id 968469 MKX80 RS14845 WP 268343302.1 VVEKVVKNALQKGYSARDIQVLAPMYRGAAGINELNALLQGILNPPKPKGREMKYGDVVYRTGDKVLQLVNQPEHNVFNG 639
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNG 639
consensus !!!!!! !!! !!!*!*!!!!!!!!!!! !!!!!!! *!! !!!!!!*! !!*!*!!!!!!!!!!*!!!!!!!!*!!!!!

logo DI
MGE ITVS I FYAKENTEKEDMAVVSFDGNE I

MTFTKKDFNQFTHAYCCS IHKSQGSEFP IV I
VLP I

VVKGSYYRMLRRNLLYTAI
NTDB id 968469 MKX80 RS14845 WP 268343302.1 DMGEIVSIFYAKENTEKEDMAVVSFDGNEITFTKKDFNQFTHAYCCSIHKSQGSEFPIVILPIVKSYYRMLRRNLLYTAI 719
NTDB id 355 BSU 27480 NP 390625.1 DIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAI 719
consensus !*!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!! !!!!!!!!!!!!!!

logo TRASKKFL I LCGEEEALEWGVKNKNDEASSTEVRQTSLKNRRLLSQVAQAVEHEEMDAEELEMALQKELPFSVHYDANIGMEGITPFDFMEKEKEAQEQ
NTDB id 968469 MKX80 RS14845 WP 268343302.1 TRSKKFLILCGEEEALEWGVKNKESSERQTSLKRRLLQAAHEEDEELMALQKELPFSVYDANIGMEGITPFDFMEKEAE 798
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus !! !!!!!!!!!!!!!!!!!!! * * !!!!!! !! *! ! !! !!!!!!!!!!*!!!!!!!!!!!!!!! !
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