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NTDB id 968444 MKX80 RS06620 WP 315941034.1 MAEEKKSKKLPSREEVRQEDTWRLEDIFPSDDAWNEEFQAVKELLPKLSEFKGRLGHSADELYEALTYQDKVMERLGKLY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIY 72
consensus ******** * ! ** !! ! !!**! ! !* !*! ! * !*! *!! ! ! *! !! !*!

logo

T
VYAHSMKRNYDQDTGTNVGSFLYQEGLYNQADKAASNLYSTQALASESAFTAYFMEVPEFI LMAS ILDQDEEKKLAQEQFKLELEQEKEPEGLGKLYDSHAYFLEER I

L
L
N
A
K
E
N
K
R
D
PHVLSEQE

NTDB id 968444 MKX80 RS06620 WP 315941034.1 TYAHMRYDQDTGNSFYQGLNDKAANLYTQAASATAYMVPEILSIQEEKLQQFLLEKEELKLYSHALEEINKERPHVLSEE 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VYASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQE 152
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NTDB id 968444 MKX80 RS06620 WP 315941034.1 EEGILAEASDVLSSPSNTFGMLNNADMEFPEITDENGEKVQLTHGNYITFLESENRDVRRAAFKAVYETYGRFKNTLAST 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AEELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQT 232
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NTDB id 968444 MKX80 RS06620 WP 315941034.1 LSGAVKKDNFYAKVKHYKSAREAALSRNSIPEEVYDNLVSTINKHLPLLQRYVELRKKVLELDEVHMYDLYTPLVKDSGM 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LQGVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETE.T 311
consensus ! ! !! *!* !!!*!! !!!*!!! ! !!! !!! !* **!!!!!!!*!!**!!!!!! !!!**!!!*!!!! *

logo

A
K
L
VTYEEQASKLDKKYAMELEKGVLAKI

P
F
LGEEYSKSGI LVHQAEAGFLNTENRWI

VDVHYEPNKGKRSGAYSGSGATYDGTNAPFYI
MLLMNWQDNTLVDNNLFTLVHEFTGHS

NTDB id 968444 MKX80 RS06620 WP 315941034.1 KVTYEQAKDYMLKGLKPLGEEYSSILQEGLNNRWVDVYENKGKRSGAYSSGTYGTNPYILMNWQDNVNNLFTLVHEFGHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALTYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHS 391
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NTDB id 968444 MKX80 RS06620 WP 315941034.1 VHSYYTRKYQPYPYGNYSIFVAEVASTTNEALLGEYLLNTIDDEKQRLYILNHMLEGFKGTVFRQTMFAEFEHEIHVKAQ 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LHSTFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADA 471
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NTDB id 968444 MKX80 RS06620 WP 315941034.1 EGEPLTPELLTSIYYDLNKKYFGDNIEIDKEIGLEWSRIPHFYYNYYVYQYATGFSAAQALSQQILKEGKSAVDRYIEFL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYL 551
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NTDB id 968444 MKX80 RS06620 WP 315941034.1 KAGSSDYPIEVLKKAGVDMTSSEPIEAACKKFEEQLNEMEELLQKVNHS. 609
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
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