
logo MKKNYFWYGLLGLLALYL ITIAF IPGFHI FFSNMLMLALFFML IALSNRS I FFFFLALGFLS IYLKDI FHFDYSTGPLFTGI I I I
NTDB id 96842 APQ13 RS09135 WP 002268420.1 MKKNYFWYGLLGLLALYLITIAFIPGFHIFFSNMLMLALFFMLIALSNRSIFFFFLALGFLSIYLKDIFHFDYSTGPLFTGIIII 85
NTDB id 365 SMU RS08505 WP 002262670.1 MKKNYFWYGLLGLLALYLITIAFIPGFHIFFSNMLMLALFFMLIALSNRSIFFFFLALGFLSIYLKDIFHFDYSTGPLFTGIIII 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GVI LNSFLKPHYSYSYKGNHYFNMKQHNANYIDNETDVFLKTLFSENTSYVTSQELNKI I IDTKFGEQSVDLSQAQFMTDSPE IHI
NTDB id 96842 APQ13 RS09135 WP 002268420.1 GVILNSFLKPHYSYSYKGNHYFNMKQNANYIDNETDVFLKTLFSENTSYVTSQELNKIIIDTKFGEQSVDLSQAQFMTDSPEIHI 170
NTDB id 365 SMU RS08505 WP 002262670.1 GVILNSFLKPHYSYSYKGNHYFNMKQHANYIDNETDVFLKTLFSENTSYVTSQELNKIIIDTKFGEQSVDLSQAQFMTDSPEIHI 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DI
VSFGETNLR IPNNWKI INKTHSPFAS I SFSGFPSTNGDF INVTLTGTVAMGSLNIQY

NTDB id 96842 APQ13 RS09135 WP 002268420.1 DISFGETNLRIPNNWKIINKTHSPFASISFSGFPSTNGDFINVTLTGTVAMGSLNIQY 228
NTDB id 365 SMU RS08505 WP 002262670.1 DVSFGETNLRIPNNWKIINKTHSPFASISFSGFPSTNGDFINVTLTGTVAMGSLNIQY 228
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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