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NTDB id 968361 MKY32 RS05695 WP 339244051.1 .MSTEDMTKDTYEVNSSTMAVLPLGEGEKPASKILETDRTFRVNMKPFQIIERSCRYFGSSYAGRKAGTYEVIKVSHKPP 79
NTDB id 78 BSU 10420 NP 388923.1 MSQKTDAPLESYEVNGATIAVLPEEIDGKICSKIIEKDCVFYVNMKPLQIVDRSCRFFGSSYAGRKAGTYEVTKISHKPP 80
consensus * ! * **!!!! !*!!!! !**!!!*! !* ! !!!!! !!**!!!!*!!!!!!!!!!!!!!! !*!!!!!

logo IMVDHPSNNQI FLFPTFLSSTRPQCGWI
LSHAVHVHKEFCKAATEKFYDDNTEFVTFSVNGEKTLMELP I

VS IYNTSFENQVYRTAWLRTKF IQDR IDEGH
NTDB id 968361 MKY32 RS05695 WP 339244051.1 IMVDHSNNIFLFPTFSSTRPQCGWLSHAHVHEFCAAKYDNTFVTFVNGETLELPVSITSFENQVYRTAWLRTKFIDRIEG 159
NTDB id 78 BSU 10420 NP 388923.1 IMVDPSNQIFLFPTLSSTRPQCGWISHVHVKEFKATEFDDTEVTFSNGKTMELPISYNSFENQVYRTAWLRTKFQDRIDH 160
consensus !!!! !!*!!!!!! !!!!!!!!!*!! !!*!!*! *! ! !!! !! !*!!!*! !!!!!!!!!!!!!!!! !!!**
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NTDB id 968361 MKY32 RS05695 WP 339244051.1 NAMQKRQEFMLYPKEDRNQLIYEFILRELKKRY 192
NTDB id 78 BSU 10420 NP 388923.1 .RVPKRQEFMLYPKEERTKMIYDFILRELGERY 192
consensus * **!!!!!!!!!!!*! *!!*!!!!!! !!
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