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NTDB id 96810 OO774 RS05050 WP 264906069.1 .......MVEDTASVAALYRSYLTPLGIDINIVGTGRDAIESLKHRIPDLILLDLRLPDMTGMDVLHAVKKSHPDVPIIF 73
NTDB id 1157 A1552VC RS03895 WP 001888250.1 .......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVF 73
NTDB id 1473 PAKAF RS24000 WP 003094694.1 MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAM 80
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NTDB id 96810 OO774 RS05050 WP 264906069.1 MTAHGSIDTAVEAMRHGSQDFLIKPCEADRLRVTVNNAIRKATKLKNEADNPGNQNYQGFIGSSQTMQQVYRTIDSAASS 153
NTDB id 1157 A1552VC RS03895 WP 001888250.1 MTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDN.KNQNYQGFIGSSQTMQAVYRTIDSAASS 152
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEAE.....EAPVDNRLLGESPPMRALRNQIGKLARS 155
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NTDB id 96810 OO774 RS05050 WP 264906069.1 KASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAANDRQGAAELADGGTLFLDE 233
NTDB id 1157 A1552VC RS03895 WP 001888250.1 KASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLDE 232
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 96810 OO774 RS05050 WP 264906069.1 LCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRERGEDVVE 313
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVIE 312
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 96810 OO774 RS05050 WP 264906069.1 IAYSLLGYMSHEEGKSFVRFSQQVIDRFNNYEWPGNVRQLQNVLRNIVVLNHGKEITLDMLPPPLNQPLARKA.STSL.. 390
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPL.. 390
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLAD.APGASQEGAASLSE 394
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MTERKKMQLAIMESQALI EEACDGNIPRAAGTYLDVSPSTIYRKLTQARTWNERSTKAEVAEKAERKQEKRKLVEGLRTFRSMRYRLKKLGID
NTDB id 96810 OO774 RS05050 WP 264906069.1 IDPKEMTASDIVPLWITEKMAIESAIEACDGNIPRAAGYLDVSPSTIYRKLQAWNSKEERQKV................. 453
NTDB id 1157 A1552VC RS03895 WP 001888250.1 AHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER............... 455
NTDB id 1473 PAKAF RS24000 WP 003094694.1 IDNLEDYLEDI......ERKLIMQALEE.......................TRWNRTAAAQRLGLTFRSMRYRLKKLGID 445
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