
logo

MKHSAMNSYKAHQMNNQKMAKQQQKGFTL I ELMIVVAI
V IG I

VLAAAIALIPAQYQDNYI
T
V
T
V
A
K
R
KSNQAEAGLVINTAGASVAGFLSASETNVIKNSTPSAGIL IRKI

T
P
T
G
N
A
F
Y
V
I EELNQDHAYLMVYIQSVNARETNEGAKWGI

T
V
S
A
V
P
F
K
S
T
P
D
K
L
S
A
G
L
N
T
S
T
D
G
T
A
A
D
T
G
A
E
G
T
D
Q
A
K
AGTKK

NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEGAVPTKLSD....... 68
NTDB id 1192 PAKAF RS23870 WP 024947914.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALASVNPLKTTVEEALSRGWSVKSGTGTEDATKK 75
NTDB id 1197 PSJM300 03940 AFN76866.1 ...MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINEGKTPSLTSTD...... 71
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIA......AAAT.. 72
NTDB id 96807 OO774 RS02795 WP 264904470.1 MKSNKHKKQQGFTLIELMIVVAVIGVLAAIAIPQYQNYVAKSELGAGLATITSIRTNVEDYMVTNGSFPDNSAAGQKT.. 78
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAG.. 78
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAG.. 78
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAG.. 78
consensus ** * * !*!!!!!!!!!!!!*!!*!!!*!*!*!!*!* *! ** *** ** *** *!* * ** ** *

logo

L
E
F
A
E
G
V
T
D
P
Q
Y
R
I
V
LGFITVADITVDQVAEPSADTAMQSTNGKNSDLVYCGADTKI

T
V

A
D
Y
I
S
V
F
L
I
G
K
A
D
A
P
F
I
T
D
T
A
A
E
P
S
T
A
G
K
L
A
D
A
E
G
L
A
H
K
T
G
A
I
G
D
K
N
S
T
P
I
L
T
K
E
T
L
Y
C
T
T
F
L
A
T
A
F
M
K
D
T
G
A
G
A
G
N
D
G
N
S
A
S
P
G
D
S
K
V
F
N
I
V
A
K
N
D
S
N
T
G
S
A
G
K
S
T
I
K
L
V
I
A
E
Q
T
F
L
K
N
A
TRTAESTDTAAGDNTGAEGKLWKSTCALQTVSAPSTDTALPQVADPTAEKTSAQKELYFI IKLAVPDGKKSGCESTKQADGTANPT

NTDB id 1038 H0N27 RS01510 WP 000993725.1 ...VGFTAATSSVCATYSIDAFTETDGAGKI.TCTLK..GNPKIATKIVELTR.STDGAWTCVSDVPTEFLPKGCTAGTP 141
NTDB id 1192 PAKAF RS23870 WP 024947914.1 EVPLGVAADANKLGTIA.LKP.DPADGTADITLTFTMGGAGPKNKGKIITLTRTAADGLWKCTSDQDEQFIPKGCSK... 150
NTDB id 1197 PSJM300 03940 AFN76866.1 EGYIGITDS.TSYCDVD.LD..TAADGHI...ECTAKGGNAGKFDGKTITLNR.TADGEWSCASTLDAKYKPGKCS.... 139
NTDB id 1292 VP RS12235 WP 005479693.1 LAQLGVDVAAND......LGAIDSALAGGSPTLTFTFDAD.SSIDGGILTFTR.DAATGWSCLPTAP.AIAVDGCS.... 139
NTDB id 96807 OO774 RS02795 WP 264904470.1 .EDLGVIQP.QN.GT.ISFD.....KEKGNILLTFAATGNSPDVNNAKIALKR.ETGGKWKCQATPAKKLLPKSCEQDAN 148
NTDB id 1184 GTF74 RS02335 WP 000649326.1 FTRLGTVEDMGD.GK.IVIAPTASGALGGTIKYTF....DAGVVSSSKIQLAR.DANGLWTCSTTVTSEIAPKGCTAGAT 151
NTDB id 1167 A1552VC RS11065 WP 000649326.1 FTRLGTVEDMGD.GK.IVIAPTASGALGGTIKYTF....DAGVVSSSKIQLAR.DANGLWTCSTTVTSEIAPKGCTAGAT 151
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 FTRLGTVEDMGD.GK.IVIAPTASGALGGTIKYTF....DAGVVSSSKIQLAR.DANGLWTCSTTVTSEIAPKGCTAGAT 151
consensus *! * * * ** * ** * * * * ! ** * !*! *** * ***!*

logo

L
T
I
E
N
GAITSL

NTDB id 1038 H0N27 RS01510 WP 000993725.1 TEGAITSL 149
NTDB id 1192 PAKAF RS23870 WP 024947914.1 ........ 150
NTDB id 1197 PSJM300 03940 AFN76866.1 ........ 139
NTDB id 1292 VP RS12235 WP 005479693.1 ........ 139
NTDB id 96807 OO774 RS02795 WP 264904470.1 L....... 149
NTDB id 1184 GTF74 RS02335 WP 000649326.1 IN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 IN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 IN...... 153
consensus

X non conserved

X similar

X ≥ 50% conserved


