
logo

MM
S
A
VLSTIGDKRRLGAAI LLDAQGLYLGTDENDELQRALERHRSEVGGRSLADEVL IVDMSGLML

V
G
SEKRR IAQRATI EDEARFLGIPLVENLHLARVEQI

P
D
PPAKAVKL

NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 .MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL 79
NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK 80
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 96806 OO774 RS02790 WP 264904468.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

A
R
L
S
I
L
P
R
A
P
E
Q
K
TAKLENLKQAFIPFALDEEEAGDGRVLVRVAFLLVDNPLDSSTFLS ILEETLVEDDLSTGFLDVI

VEPYQATLTKRESAEFVLMW
YAI

LAKTHYPELGLEP I
V
P
V
P
VPSGAP

NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
NTDB id 1028 TT RS08215 WP 011173991.1 ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP..P 158
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 96806 OO774 RS02790 WP 264904468.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

SDGAEGQRKTDGGLKLGELRL ILQTHKGW
YI STDRAEAQLEQEVALDVAEQEQKQTGDEALLGAR I

TL IVSQRKRAGI
L
P
TEDEAQLYERAVLAEQEKGLTETFLEPNSPTESGFIHVPDGEPESAVAL

NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL 237
NTDB id 1028 TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA 237
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 96806 OO774 RS02790 WP 264904468.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus



logo

G
L
L
S
L
MLRASDALRLYGLAVP I

V
D
G
E
F
Q
T
E
N
G
Q
E
GVETVLVLTSDPRHKKREPADI

V
A
D
A
QL ILGNRPAVQRFLMYLATLRPQRADI

WEERLFI ERQRAFYPQKRGNRLGEQVLVQEGKTMLTSSR

NTDB id 1410 SGL RS13950 WP 010873519.1 .............................................................................MTS 3
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................................................................ 0
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................................................................ 0
NTDB id 96806 OO774 RS02790 WP 264904468.1 ................................................................................ 0
NTDB id 1293 VP RS12240 WP 005479695.1 ................................................................................ 0
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................................................................ 0
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................................................................ 0
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................................................................ 0
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................................................................ 0
consensus

logo

D
E
S

A
Q
S

S
L
K
R
S

K
E
K
A
S
L
M
A
E
Q
R
S

L
V
A
A
F
L
V
Q

H
K
A
T

E
G
L
R
T

L
P
R
S
E

G
N
Y
P
Y
R
K
M
A
E
H
S
V
F
L

Q
R
V
K
S
T

P
G
N
I
F
L
F
I
L
V
S
G

A
N
Q
E
R
T

K
L
R
V
I
I
L
T
R
V
A
L
E
Q
G
K
N
L
A
E

E
Q
K
G
F
I
V
Y
H
L
I
A
L
V

R
D
N
S
T

K
V
F
P
A
D
Q
A
S
T
E

D
E
K
N
T

Q
L
A
M
V
E
D
I
R
Q
E
A
H
T
E
Q
S

V
Y
L
A
H
V
Y
I
L
D
K
T
V
Q
E
A
L
N
K
Q
E
Q
A
V
A
R
N
S
K
Q
V
K
R
A
E
F
T
A
G
S

K
G
K
R
G
Q
T
I

E
D
R
S
I
T
V
M
L
E
L
V
P
A
Q
D
P
E
E
M
T
Y
A
I
L
F
K
I
L
V

A
D
K
E
Q
S

VTDE
G
L
N
S
F
K
R
S
V
G
E
H
L
S
V
F
I
K

I
F
L
H
Q
R
T
S
A
S
P
H
K
L
Q
S
E
A
M
Q
S
T
L
E
F
I
L
R
T
A
A
L
R
Q
E
A
I
L
Q
S
Y
T
H

KKNQLFEAV
I
L
K
A
S
H
L
Q
R
T
V
A
S

N
E
I
L
Q
V

Y
L
F

NTDB id 1410 SGL RS13950 WP 010873519.1 SSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLY 83
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTLVQ..SGKLSPEMLARS.......LAAQL 388
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTLVQ..SGKLRPEALAQA.......VATQL 388
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ..............MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLE..LSIFHAQELTEQ.......LSHIF 57
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ..............MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLS..SGFFQSHELTEH.......LSSVF 57
NTDB id 96806 OO774 RS02790 WP 264904468.1 ..............MERNLSTILRQAGLLNAAQEESLIEQVNASGTSMPEALVS..SGLFTSSEFAEH.......LSSLF 57
NTDB id 1293 VP RS12240 WP 005479695.1 ..............MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLS..SGFFTSSELAEH.......LSSIF 57
NTDB id 1110 NGFG RS09235 WP 003689817.1 ..............MSVGLLRILVQNQVVTVEQAEHYY.NESQAGKEVLPMLFS..DGVISPKSLAAL.......IARVF 56
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ......MALATEEYRLQGIGQLLVLEKLLDKTKAIELHKLAAAEKISLLQYIVK..NKILSAEQIALT.......AAQNF 65
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ......MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIE..EVHLSPSLLAET.......ISAEF 65
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ......MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLID..NFSISPLTIAEI.......ISLEF 65
consensus * * *** **** * * * * * * ** * ** * *** *** ** **

logo

A
S
G
E
V
Y
L
D
E
N
S
P
C
E
F
I
L
M
Q
R
S
Y

F
P
T
V
L
S
E
D
I
P
L
D
G
I
R
E
N
S

C
E
H
R
V
Q

A
D
F
I
N
Y
E
D
P
I
R
T
V
P
Y
G
H
S
D
A
TQQMAELN

Q
R
T
P
S

F
G
K
V
I
L
A
I
V
L
P
C

A
G
M
P
V
K
Q

G
N
R
T
D
L
Q

F
K
M
V
L
F
I
L
V
G

N
T
D
P
L
L
Q
R
E
A
D
K
E
Q
T
L
A
M
C
I
K
L
Q
V
R
T
E
K
R
F
Y
H
A
D
G
H
K
V
Y
N
R

C
F
M
I
V
A
F
M
V
LPHIVL INVAFHRHKSLQREQTREGDSPGDHPQTNS IKLNRVSTVLFIVYLFVLLAMTVDVKASNDPDRSTKLQNMVILQFLPAEQQSAMQILEEKQDKAEDTVLIFKNQVRRSLFHINAALSTRKGRVKGLNFIKYLAKLNEQI

L
T
V
A
D
H
L
R
E
A
R
P
L
L
I
A
V

NTDB id 1410 SGL RS13950 WP 010873519.1 GVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKG..FELRRL 161
NTDB id 1306 DR RS10060 WP 027479822.1 GYEFLDPIQNPPD.....PKVALMIPEATARRYVVVPVRLQ...GNSLVVAMKDPRNVFALDDLKLITG.....KEILPA 455
NTDB id 1028 TT RS08215 WP 011173991.1 GYPYVDPEEDPPD.....PGAPLLLPEDLCRRYGVFPHRLE...GNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPA 460
NTDB id 1168 A1552VC RS11070 WP 000957200.1 GLPETDLSRYDYA.....NLCQQLGLRELITRYDALPIAKQ...GNLLLLAVSDPTLLQAEEEFRFATG.....LQVELA 124
NTDB id 1401 DSB67 RS12665 WP 010643259.1 GLSCTSLNQYEYA.....SLCQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDFRFATG.....LQVELV 124
NTDB id 96806 OO774 RS02790 WP 264904468.1 GLNRPELSQYEYA.....SLCQQLGLRELITRHYALPLHRT...PSTLLLAVADPTNQQAEDDFRFATG.....LQVDLV 124
NTDB id 1293 VP RS12240 WP 005479695.1 GLSQPELSQYEYA.....SLCQQLGLRELITRHNALPLHRT...PSTLLLAVADPTNQQAEDDFRFATG.....LQVELV 124
NTDB id 1110 NGFG RS09235 WP 003689817.1 SYSILDLRHYPRH.....RVLMGVLTEEQMVEFHCVPVFRR...GDKVFFAVSDPTQMPQIQKTVSAAG.....IAVELV 123
NTDB id 1251 GCO85 RS07725 WP 011946523.1 GVPMLDINCIDVG.....TIPVNLVNEKLIKRHAMVPLFSR...GTNLYLATDDPSKQASLKEIQFHTG.....LNTHAI 132
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEPYFDLDVYDTS.....QIPKDLVDQKLILKHRILPLIQR...GQILYVATSNPSNIEAIDAIRFNSK.....LLVEPV 132
NTDB id 1018 ACIAD RS01685 WP 004920473.1 GEPLLDLGVFDPA.....LFLKDKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAIRFNSK.....LKVEPI 132
consensus ** *** ** * * ** *** ** *!* * ***** *!*** ********** * ** *



logo

L
I
V

M
A
V
A
T
D
E
D
Q
T
E
F
H

H
K
A
R
D
Q
A
D
E
K

F
I
L
A
D
I
N
Q
E
S
T

G
Q
T
K
R
A
V
A
L
L
I
G
S
D
E
R
E
N
W
Q
R
F
V
H
Y
L
G
L
F
Y
S
T
V
A
G
A
I
K
E
R
A
R
E
K
S
G
I
S
T
E
L

E
F
H
L
Q
G
S

E
G
H
L
S
W
F
Q

A
D
G
K
N
E
I
A
F
L
K

D
L
V
A
N
S

D
E
T
K
G
Q

G
Y
L
E
F
V
L
K
E
RDQS

E
E
F
G
L
I
RAS
D
N
L
Q
D
E
G
K
ELEGNDADGIKSENVLTDIVGS IDMNEG

N
S
L
A
G
L
Q
V
R
E
K
D
D
E
G
I
N
P
Q
V

A
D
E
H
P
S
K
G

D
A
T
E
A
E
Q
S
T
D
D
H
V
Q
E
E
L
S
T
V
D
I

E
I
L
N
Q
D
A
S
Y
D
E
N

A
L
P
T
E
I
A
S
D
E
A
L
N
P
S
T
D
E
K
N
P
S
L
D
L
Q
E
V
S

G
K
T
L
A
Q

E
N
D
Q
D
E
G
A
S
A
P
A
I
V
I
P
Q
S
V

N
Q
K
R
L
V
F
Y
V
I
D
H
K
N
S
K
Q
T
L
V
I
I
L

NTDB id 1410 SGL RS13950 WP 010873519.1 VVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKIL 241
NTDB id 1306 DR RS10060 WP 027479822.1 VMAEKDIIRLIERYFGEKGFEKLNKEL..........AE.............RNKTQQSQEADLSVADESAIVQVVDSII 512
NTDB id 1028 TT RS08215 WP 011173991.1 VATEAAITKLIERFYGKAELSEIAKEF..........AK.............KQAEEEV..PSPLELDESAAQKFVKQVI 515
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LADHRALQAAIRRLYGRSIQGAANQGK..EI.SQDELAN...........LVKVSDDELQSIEDLSQDDSPVSRFINQVL 190
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LADFRELTAAIRRLYGRSLGQEKSGLK..EI.NQDELAG...........LVDIGEDEIENIEDLSQDESPVSRYINQIL 190
NTDB id 96806 OO774 RS02790 WP 264904468.1 IADFAELDAAIRRLYGRSLGQEKVGLK..EI.NQEELAN...........LVDVGADEIDNIEDLSLDDSPVSRYINQIL 190
NTDB id 1293 VP RS12240 WP 005479695.1 LADFRELSTAIRRLYGRSLSHEKSGLK..EI.NQEELAS...........LVDVGADEIDNIEDLSQDESPVSRYINQIL 190
NTDB id 1110 NGFG RS09235 WP 003689817.1 IVEDDQLAGLLDWVGSRSTSL..LQEL..........GE...........GQEEEESHTLYIDNEEAEDGPVPRFIHKTL 180
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VVETDKLSALIDNLLTAKESQGLSEYVEDSG.DLEGLEI...........SAD.DEDQDIDTATSVTDDAPIVKFVNKIL 199
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IVEHHKLEKVLGQHFAEESSFDFNDE...EF.D...LDV...........NLDGPTAQEDEEEAPQGDEAPIVKYINKLL 194
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IVEHDKLERLLSEHFVEETHFNFDTE...EL.D...LDV...........EVDPHTTDDDDEDDKLKDEAPIVKYINKLL 194
consensus *** * ** ***** * * * * ** ** *** ** ***** **** **

logo

A
S
I
R
L
K
E
DAAFLIVQLRESMQKSDGTASDLIHVIFEFTPQRTYQEDEHRNKADENQTSMALVYKQRI

VRFYLRKQIVCDGQAVI LHNVIRLPQEAQYVITFNSVAQDNSTQPFLPAPAINRKLSAKSGQHI
V
A
L
L
R
T
A
S
G
P
Q
S
T
N
R
A
Q
R
I
V
L
I
M
T
V
S
A
S
A
V
R
F
V
L
IKVI LMAGSDGHNRQKMLNDI SAEKRRSIVLPQDGGKRFMVIQRKFMRYL IRTKFIMYLKRQNSERQKGAGDS IRKTKPTDALVID

NTDB id 1410 SGL RS13950 WP 010873519.1 AKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ..GRKVD 319
NTDB id 1306 DR RS10060 WP 027479822.1 REAALQDASDIHIETTEDAVKVRYRIDGALREQNS.FPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF..KKGSIDLD 589
NTDB id 1028 TT RS08215 WP 011173991.1 REAFLQDASDIHIEPRQNDVQVRLRIDGALRPYST.LPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY..REGAIDVD 592
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQ.PASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR.DTAID 268
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQ.PPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAID 268
NTDB id 96806 OO774 RS02790 WP 264904468.1 LDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQ.PPSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAID 268
NTDB id 1293 VP RS12240 WP 005479695.1 LDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQ.PPNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ.DTAID 268
NTDB id 1110 NGFG RS09235 WP 003689817.1 SDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQ.PPIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQKGGKPVD 259
NTDB id 1251 GCO85 RS07725 WP 011946523.1 LDAIRQGASDIHFEPYEREYRIRYRQDGILHEVAT.PPASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK.SRAID 277
NTDB id 1058 ABD1 RS01615 WP 001274986.1 IDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIAN.PPLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSK.SKAID 272
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIAT.PPLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSK.SKTID 272
consensus **!** **!!*!*!*** ***!*! !!*! * * ** ** ** ***!*** **!*!*!*!!!!****** * **!

logo

L
M
FRLVNSSTCLPSTRSVLAWYFGEKLAVICVMLRVILLKNQDNKPSDGASASDNTAAKNQIMSPLNEDGLINEDDFQAKL IGTFYAENSDEPDFGSVYEQNTVQFLRYKEKTAQNTRLLVFYKRTMLKNDE I

L
V
A
A
I
L
A
D
E
H
K
N
Q
S
R

K
RPNYQGLIMMVFLI L IMVTGPTGSGKSTTFVTSCTLFYSTACITVGLARKSNERIRILANSKTI

S
E
P
D
H
Q
S
E
A
S
K
V
INTI

NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
NTDB id 1306 DR RS10060 WP 027479822.1 LRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNT 669
NTDB id 1028 TT RS08215 WP 011173991.1 LRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNT 672
NTDB id 1168 A1552VC RS11070 WP 000957200.1 MRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINI 348
NTDB id 1401 DSB67 RS12665 WP 010643259.1 MRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINI 348
NTDB id 96806 OO774 RS02790 WP 264904468.1 MRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSDQQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINI 348
NTDB id 1293 VP RS12240 WP 005479695.1 MRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINI 348
NTDB id 1110 NGFG RS09235 WP 003689817.1 FRVSTLPTLFGEKVVMRILNSDAASLNIDQLGFEPFQKKLLLEAIHRPYGMVLVTGPTGSGKTVSLYTCLNILNTESVNI 339
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FRVSTCPTSAGEKVVMRVLDSGAAKLGIEALGFNPVQRTNFLKAIQRPQGMILVTGPTGSGKTVTLYTALNILNTIEVNI 357
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNI 352
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANI 352
consensus *!****!***!!!***!*!***** **** !** * ** ****** *!*!**!*!!!!!!!!*******! *******!*



logo

A
N
Q
T
STI

AEDPAIVEYIAKYENI
V
L
E
S
PGVITVNQSTVNQI

V
I
Q
N
D
N
R
P
E
Q
S
K
K
Q
T
A
V
IGMFLDGTFSAGNRAE I

ALKRASFMLRQDPDVIVI FLMVGETIRDKQSLDETADKETIATVI EKASALQTGHMLVFIMLTASTLHTNNDSAPAAQGEATI
L
V

A
N
S
I
T

NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
NTDB id 1306 DR RS10060 WP 027479822.1 TTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVT 749
NTDB id 1028 TT RS08215 WP 011173991.1 QTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAIT 752
NTDB id 1168 A1552VC RS11070 WP 000957200.1 STAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVI 428
NTDB id 1401 DSB67 RS12665 WP 010643259.1 STAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVI 428
NTDB id 96806 OO774 RS02790 WP 264904468.1 STAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVI 428
NTDB id 1293 VP RS12240 WP 005479695.1 STAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETII 428
NTDB id 1110 NGFG RS09235 WP 003689817.1 ATAEDPAEINLPGINQVNVNDKQGLTFAAALKSFLRQDPDIIMVGEIRDLETADIAIKAAQTGHMVFSTLHTNNAPATLS 419
NTDB id 1251 GCO85 RS07725 WP 011946523.1 STAEDPVEIKVPGINQVNINPKAGLTFSGALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVLSTLHTNSAAETLN 437
NTDB id 1058 ABD1 RS01615 WP 001274986.1 STAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLT 432
NTDB id 1018 ACIAD RS01685 WP 004920473.1 STAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLT 432
consensus *!*!!!*!****!**!*******!**!* *!**!*!!!!!***!!!*!!**!!**!**!**!!!*!**!!!!!*!****

logo RMLAELTVDRSENMGI
V
A
P
E
N
T
P
SFMNVLI SAGATSASVL ILMTNSGLVIMLI SAQRLLMVARKRVLCEKNTPSSEYHQCRKAKRVIQVAEPAIRTYQVDHKNREQRDAFHIVPNDPSTENSTVAKPALRSEQAEGTVSLQL IKLRSQHREVFIMLAGLIFAKQSTDNTAPENQRSAETGEDDNQILELQRVAIHKQVVPTFYKANSLSPDE I EH

N
D
G

W
A
F
L

A
N
Q
F
K
R
Y

E
I
V
Q
R
L
M
Q
F
Y
A
E
Q
R
K
N
A
G
P
A
M
T
D
N
V

L
GC

NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYH.PSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLC 558
NTDB id 1306 DR RS10060 WP 027479822.1 RLEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTN.ADPEVLRRLGISERDIR...............GANLMRGTGC 813
NTDB id 1028 TT RS08215 WP 011173991.1 RLDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVK.PDPETLRRLGLSEAEIQ...............GARLYKGMGC 816
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVR.PSALLQSQFAFQPNEIL.................YEANAAGC 490
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQE.PNSQLQ.HIGIANTEQI.................FQANPDGC 489
NTDB id 96806 OO774 RS02790 WP 264904468.1 RLTNMGVESFNLASSLSLIIAQRLARKLCPHCKKPQE.VTTALQ.HIGIQATDQI.................YQANPNGC 489
NTDB id 1293 VP RS12240 WP 005479695.1 RLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQE.HTVQLQ.HLGIQTTDNI.................FRANPDGC 489
NTDB id 1110 NGFG RS09235 WP 003689817.1 RMLNMGVAPFNIASSVSLIMAQRLLRRLCSSCKQEVERPSASALKEVGFTDEDLAK..............DWKLYRAVGC 485
NTDB id 1251 GCO85 RS07725 WP 011946523.1 RLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV...............NLKLYKAVGC 502
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPA.DIPKQSLLEMGFTEQDLAHP.............DFRVFQPVGC 498
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPI.QVPERSLLEMGFTPEDLAQP.............EFQIFEPVGC 498
consensus !* *!!***!***********!!!*!**! !* * * * **** ** * * *!

logo

D
H
L
P
Q
E
N
D
H
K
Q
R
ECSGRTGGQESTHGYRSKGRAMYTVAGLVI FHYELVLMAPVKRNIMVFNSTDKTDPERTSEMILGQARSHQKRETVILALIGNVIMNSAEQKNRDGKRGAPTNSEISTVAADTVLHDGRQELIRAKLEERADKACITVLSAKLQRVYEIGHRSTEKAKSLENGLFMI

K
L
R
V
N
Q
S

D
S
N
T
I
L
F
L
Q
R
A
E
Q
M
R

A
Y
D
S
S
GLI LNYKELKI

A
L
V
Q
R
L
M
K
E
QGLYVITTS IFLARQSEE I

L
V
E
T
L
N
Q

A
R
N
R
VLTAFINVSYSTDEFDTGLES

NTDB id 1410 SGL RS13950 WP 010873519.1 QKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAV.EEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLES 637
NTDB id 1306 DR RS10060 WP 027479822.1 PRCGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS...... 887
NTDB id 1028 TT RS08215 WP 011173991.1 ERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE...... 889
NTDB id 1168 A1552VC RS11070 WP 000957200.1 NECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAK.ANGMQTLQESGLEKLREGITSFAELQRVLYF...... 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 NECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAI.ANGMQTLQMSGIEKLKQGITSFRELQRVLYF...... 561
NTDB id 96806 OO774 RS02790 WP 264904468.1 NHCT.HGYSGRTGIYEVMRFDETLSEALIKGASVHQLEKLAI.HNGMSTLQMSGIEKLKQGVTSFSELQRVLYF...... 561
NTDB id 1293 VP RS12240 WP 005479695.1 NECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAI.ANGMSTLQMSGIEKLKQGITSFSELQRVLYF...... 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 DRCRGQGYKGRAGVYEVMPISEEMQRVIMNNGTEVGILDVAY.KEGMVDLRRAGILKIMQGITSLEEVTANTND...... 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 EQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQ.SEGMLTIFQSGIEKVKEGITTIEEVNRVTVD...... 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASE.KLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE...... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 HDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAE.TLGFNNLRRSGLKKVMQGVTSLQEINRVTSE...... 570
consensus !* !!*!!****!**** *** ** *** ** ** !* ** ****** *!*!** !*****



logo

EMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS

NTDB id 1410 SGL RS13950 WP 010873519.1 EMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
NTDB id 1306 DR RS10060 WP 027479822.1 ................................... 887
NTDB id 1028 TT RS08215 WP 011173991.1 ................................... 889
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................... 562
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ................................... 561
NTDB id 96806 OO774 RS02790 WP 264904468.1 ................................... 561
NTDB id 1293 VP RS12240 WP 005479695.1 ................................... 561
NTDB id 1110 NGFG RS09235 WP 003689817.1 ................................... 558
NTDB id 1251 GCO85 RS07725 WP 011946523.1 ................................... 574
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................... 570
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................... 570
consensus

X non conserved

X similar

X ≥ 50% conserved


