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NTDB id 968025 MKY17 RS19345 WP 339200351.1 MSQQDSLDLFSEEKMFMKGSHLVTIFHNEENMYSVVRIRVHETNLNYEEKEAVVTGYFPRMHEDEIYIFYGAMKEHPRFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus * !!** ! !! ***!!** !*!!* !*!*!****!*!! !*! !!!!!! **!*! ! !!! * !!*!!
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NTDB id 968025 MKY17 RS19345 WP 339200351.1 LQYHVEHFRKDLPQSKEGIVSYLSGDLFKGIGKKTAESIVETLGEKAISKILAQPSLLDDIPKLSGEKAKGLYDTLVEHQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus !!** !!!*!**! *!!!!* !!! !!! !!!!!!!! !! !!* !! !!!! *!*! !*!*!! !! ! ! !!
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NTDB id 968025 MKY17 RS19345 WP 339200351.1 GLEQVMIALNQYGFGPQLSMKIYQMYKQDTITMVQGNPYKLVEDIEGIGFGRADELGHQLGISGSHPDRIKAACLYTLES 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !!!!*!! !!!*!!!!!!!!!!!! ! *!* *! !!! !! !*!!!!!!*!!!!!* *!*!! !!*!*!!!*!!!!!*
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NTDB id 968025 MKY17 RS19345 WP 339200351.1 QCLQDGNIYIEAEQLLEAVKRLLEENKRDRIEF..TNISSEIIELTQEGKIVVEDQRIYPPSLFYSEKGIVMNIKRLLAQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus !! *!* !!! !!!* !! !* ** !! ! !!*!! !*!*!!!!! ! * *!** !

logo TEYEDNQFPESEFLLALGELEERLMDVQSYAPASQKEAIQKTALQSSPML ILLTGGPGTGKTTVIKRGIVELYAGELHGVSLMDI
P
N
S
A
DYKK

NTDB id 968025 MKY17 RS19345 WP 339200351.1 TEYEDQFPESEFLLALGELEERLDVSYAPAQKEAIQTALQSPMLILTGGPGTGKTTVIKGIVELYAELHGVSMDINDYKK 398
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
consensus !!!! !!!!!!!!!!!!!!!!!*!! !!! !!!!!! !! !!!!*!!!!!!!!!!!!!*!!!!!!*!!!!!!*!* !!!
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NTDB id 968025 MKY17 RS19345 WP 339200351.1 EGSDPFPFVLAAPTGRAAKRMAESTGLPAVTIHRLLGWNGSEGFSHDEDNQLDGRIVIIDEVSMVDTWLAHQLFKALPEN 478
NTDB id 355 BSU 27480 NP 390625.1 D..EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDH 477
consensus *****!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!*! !!****!***!!!! !!*! !!!**!!!!*!**
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NTDB id 968025 MKY17 RS19345 WP 339200351.1 VQVILVGDEDQLPSVGPGQVLKDLLASNCVPTVSLEHIYRQADGSSIIELAHEIKKGRLPDDVTKQQEDRSFIRCQTGQI 558
NTDB id 355 BSU 27480 NP 390625.1 IQIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQI 557
consensus *!*!*!!!!!!!!!!!!!!!!*!!!!!***!!! ! *!!!!!*!!!!*!!!! *! ! !! *! * !!!!!!! !!



logo

K
P
E
QVI

VEKVVANALRKTKGFYTAKDIQVLAPMYRGKPAGIDNAELNKVMLQDE I
V
F
LNPSNPVKNEKRRE I

LKFGDVI
VYRTGDKI

VLQLVNQPEENGNV
NTDB id 968025 MKY17 RS19345 WP 339200351.1 PQVIEKVVANARTKGFTAKDIQVLAPMYRGPAGIDALNKMLQEVFNSNVNEKRREIKFGDVIYRTGDKVLQLVNQPEEGV 638
NTDB id 355 BSU 27480 NP 390625.1 KEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPP.KEKRRELKFGDVVYRTGDKILQLVNQPENNV 636
consensus * !*!!!!!!! !!*!!!!!!!!!!!!!!*!!! !! !!!** !*** !!!!!*!!!!!*!!!!!!*!!!!!!!! !
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NTDB id 968025 MKY17 RS19345 WP 339200351.1 FNGDMGEIVSILFAKENTDHVDKVIISFEGIEVTYTKQDLNQITHAYCCSIHKSQGSEFPIVILPVVKSYYRMLRRNLLY 718
NTDB id 355 BSU 27480 NP 390625.1 FNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLY 716
consensus !!!!*!!! !! *!!!!!** ! **!!*! !*!*!! ! !! !!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!

logo TAITRASKKNFL I LCGEEDEAFLERLWGI
V
E
K
N
RNDAEMTRVRKQTSTLKRENKRLQSEVI

Q
L
V
E
SEEMDEMPAVEVKLEAELVQKQEQSSYLDI

P
F
L
M
S
H
V
A
HDAPMNIGMEGNI

VTPFY
NTDB id 968025 MKY17 RS19345 WP 339200351.1 TAITRSKNFLILCGEEDAFRLGIERNDEMRRKTTLREKLQEILSEEEMPVVKEEVQQQSSYLDILMHADPMIGMENVTPY 798
NTDB id 355 BSU 27480 NP 390625.1 TAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMD..AELEALQKE...L.PFSVHDANIGMEGITPF 790
consensus !!!!! ! !!!!!!!!*! !* !! ! !*!* *! * ! *** ! *! ***!** **!* !!!! *!!*

logo DFMKEEQQ
NTDB id 968025 MKY17 RS19345 WP 339200351.1 DFM..... 801
NTDB id 355 BSU 27480 NP 390625.1 DFMKEEQQ 798
consensus !!!*****
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