
logo

ME
M
L
N
L
YKENMKKI L I LVDDNEKPEP I LRSDE I

M
V
I
E
Q
K
E
R
F
F
S
N
M
L
A
N
R
T

I
K
A
EGFYDEFNNRTVLVIYTGTAAVGQFDSNFKGKVRNEALASEKVQCFLYGREAEKLREKNQSFPDAILAI I LDI

V
LMLPDE I

L
G
S
DGFLSELVALRSKSTEVIRSKFNTSDHSTI

M
VP

NTDB id 413 AAK55817.1 141..845( ) .....MKKILIVDDEKPISDIIKFNMTKEGYEVVTA.FNGREALEQFEAEQPDIIILDLMLPEIDGLEVAKTIRKTSSVP 74
NTDB id 374 SMU RS06885 WP 002262930.1 .....MKKILIVDDEKPISDIIKFNLAKEGYDTITA.FDGREALSKYEEENPDLIILDLMLPELDGLEVAKEVRKNSHVP 74
NTDB id 967239 MKY01 RS02240 WP 339285200.1 MELLKNKKILIVDDEPEIREMIERFLRKEGFFRIYTAGNFVNALAVCRLEKPDAAILDVMLPDGDGFSLLSSIRSFSDMP 80
NTDB id 372 SMU RS05280 WP 002262198.1 .MNYKEKKILILDDNPEILEMVQESLNIAGFNNLTGVQSKKEALEQLGKRSFDLAILDIMLPDGSGFEVLREIRKTSTIP 79
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NTDB id 413 AAK55817.1 141..845( ) ILMLSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPDAYVAKKY 153
NTDB id 374 SMU RS06885 WP 002262930.1 IIMLSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVAKKR 154
NTDB id 967239 MKY01 RS02240 WP 339285200.1 VLFLSARGEDEDRLLGLGLGADDYMVKPFLPRELILRLMAILKRVYAS......NTVERLPVFRLGGQTIDLESAVVQRT 154
NTDB id 372 SMU RS05280 WP 002262198.1 VLFLSAVSDIEKQYQGFELGADDYIVKPFRPKELELRILSILKRAYPE......KDDT....LILPTCQVNFSQALITKG 149
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NTDB id 413 AAK55817.1 141..845( ) GEELDLTHREFELLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMRNN 233
NTDB id 374 SMU RS06885 WP 002262930.1 GTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMKSY 234
NTDB id 967239 MKY01 RS02240 WP 339285200.1 DRELPLTAKEHAILIKLYENQGRIVTSDALCQAVWGDESYGYENTLMVHVRRIREKIEEDPSKPVFLLTVRGLGYKLMVQ 234
NTDB id 372 SMU RS05280 WP 002262198.1 ELEIQLTAKEYSILKVLYNNQNRIVTFDQLLEKVWGLQYQGYENTMMAHIRKIRQKIEANPSKPECLLTVKGLGYKLKVS 229
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